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@ san o %
] L ] Qc check
injection source: s -
II Cycle tom ta [ ] Blank
Dats il <Ds<s> » @ *10 sample
@ accheck s [= '
,,,,,,,, Label i
II © Blank =[x |
: ®  aco
10 | @ sample ° Slank
|| @ x10 sampe
”””” end
]
& L ] Qe check
2 | e e tar
V DM ®  semw
E @ accneck = [ Crestereport
: I | oo 2|
S Resutname ] crestereporc o
Current user: admin, Active project: Openlab 2
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DA H t?—ﬁﬂiﬂ@#ﬁ;’fé L HYUTWARZLINTA—RIZED. FEDY > TILOUIBX Y v RD/Z
A—=REZEETH N TETET, MassHunter Qualitative Analysis &

Openlab CDS . LU F%&ELT. MassHunter Qualitative Analysis &K BioConfirm IZ1E. I—H—EED/NTA—RIMZ. BE%R DA F
HLU BioConfirm &> — AL RICHRETNET, TRy CREVNERBREE SNV M BEEINTVET, I7RT
- EOABERBETCULIR/SS X — A EEETZI=ODY L TILHRLL . FEARAIEER/NTA—=H, ZOINTA—=ZDURBTHZIDESH. BL
o Us—7 27— TN TORTAEERET 3 LN TEET (12,
- JEEHROT—ZEDAHE STIED -0 D BENT — 21T
- WMEBHKMLIZBEIC. DA Z—FHEIEE /I3t d 270D
ITS5—IB)L—)L,
- BHICNRZRZLOICEHONICEDIAEN T —2DX v
>3y '\2%7]_—\0

- FETONAZBELLZVWNYFEUBAO 7OV,

ﬁ Openlab - Acquisition A ? = 7 X

File Home

/ Activity Log o s sequence Creation Template

B Release Instrument Statu:

Agil eduler
Method Sequence ¥ ) Reset v Run Queue

Sequence — Untitled @Fﬁo)‘P—b'VZ?'J
m B B@' % a'gvg;\' ApplyTemplate P @ p AL N

4 General Action R Vial 8| Sample type + Acq. method -+ Custom parameters- BioCanfirm Workflow # BioConfirm Sequences- BioConfirm Modification Profiles # Inj/Vial ~ + Volume  # Injection so... # Level R
Properties 1| & inject 1 ‘. sample Bmconﬁrm}pplucanon.amx|Assugned Intact Protein NISTmAD ||| mab | 1 UseMethod  Als
Run Options
— - O s s .
4 Injections f 1
Choose Columns X
Table
:I Choose Columns I
sample Custom Parameters -
I O BioCorfirm DAR 0 Massies)

O BioConfirm Disulfide Links
’( -_— -_— -— -_— -— -_— 1 I &)

BioConfirm Drug/Linker hass

Sample custom parameters d custom dam 00 einConfirm Enzymes

(m)

BinConfirm Masses
*Indicates Mandatory Entry

I Parameter Value I
BioConfirm Condition* NonReduced

I Bioconfirm Oligonucleotide Experiment I
BioConfirm Oligonucleotide Matching Rules

I Qual Workflow I

ol

Qual MFC

I Cancel

@

3

= h o= == o= == =

©

—

g Resultpath | /OpenLab/Results > .. Saveresultas Separate single injections - o

o Result name

Current user: admin, Active project: Openlab §e3
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BET—RZBITICED. =7V RADY Y TILIF. SOMDOTETER T. On error, pause after current injection (T5—H4£8. RED

IZ. FERIEZE SNz MassHunter Qualitative Analysis. BioConfirm. EARIC—EHELE) ZB#IRIB2MEZ IO WODDFTLavh AR

F7olE MAM LB XYy REFERLTAIRT 2 A TERT(R 13)0 INTVET,

AR L VTV RPICRET SN OHEZ T T —FNIRT S HECL Z2F w7 av bERE(R 14) (4D MassHunter Qualitative Analysis
VIO T EFEALT ERICRDAHFROY Y TILNST —2%mH L
TRRIDEDTETET,

N OpenLab - Acquisition A ? =8 X

File Home

Copy Activity Log. OnlineSignals  Sequence Creation Template

@ se = W i}

Method Sequence ¥ ‘) Reset v|  RunQueue

Instrument sample Scheduler L Windows

Sequence run in progress — Qual_BioConfirm.sqgx

B Exit Viaw @
‘Genlm I = EN BN BN BN BN BN BN BN BN BN BN BN BN BN B BN BN BN BN BN BN BN BN B B B
propertes T State R Action ® Vial & Sample type & Acg. method + Proc. method +
“?un::pmns I : : : I
eetors 1 Completed Inject |1 . Sample Qual_Application.amx Qual_14.0_Default.glpmx
| 1
2 Processing Inject 1 @ sample Qual_Application.amx Qual_14.0_Default.qlpmx
I 3 Acquiring Inject 1 . Sample Qual_Application.amx Qual_14.0 Default.glpmx I
I 4 Pending Inject |1 @ sample BioConfirm_Application.amx BioConfirm_14.0 Default.bcpmx !
I 5 Pending Inject |1 @ sample BioConfirm_Application.amx BioConfirm_14.0_Default.bcpmx !
I 6 Pending Inject |1 @ sample BioConfirm_Application.amx BioConfirm_14.0 Default.bcpmx !
- I =N = . HE EE = = = = = I =N = . HE EE = = = = = HE EE =N = = = ‘
2
3
S
Current user: admin, Active project: OpenLab. R

[ 13. MassHunter Qualitative Analysis & BioConfirm SLEXYw RD#AEHLEZRY OpenLab ¥—7> X

Online Signals 5
@ v Q Overlaid ~ @ /\g\]l‘l

D Grad. Pump: Pressure (bar

x107

Create a snapshot to review results in Data Analysis

Signal Selection

Time (minutes)
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7Oty &ERT % . MassHunter Qualitative Analysis F7z (&
BioConfirm V7hDx7(K 15) £ DO LABLTH, EROE—DT
AT—=2T771)L (sirslt) ZEBMNICBNIET 2 A TEET, Chb
DHREIZED. FETONADHIBIN T, T—22—>T IV RHAA
RSN, BMDIAHHDSERETO—ELILBEL/N1TS1 VHRBR

SNhEd,
s Openlab - admin - Reprocessor a 7 = A0
File Home

Sample List—Idle BUOTWHARBLINGA—=5
E&x » ; >

|I-}- Status & Sample Name-3| Sample Type+ Data File 4+ Method 4 Inj. Vol. (pL)+| Qual Workflow 4| BioConfirm Workflow 43| BioConfirm Condition+ BioConfirm Masses+
1 Pending Sample Qual_Sample_001 0 Qual_14.0_Meodified.qlpmx

2 |Pand'|ng Sample Qual_Sample_002 0 Qual_14.0_Meodified.qlpmx

3 Pending Sample Qual_Sample_003 £0 Qual_14.0_Modified.qlpmx

4 |Panding Sample BioConfirm_Sample_001 |f0] BioConfirm_14.0_Meodified.bcpmx

5 Pending Sample BioConfirm_Sample_002 ] BioConfirm_14.0_Modified.bcpmx

6 |Panding Sample BioConfirm_Sample_003 1] BioConfirm_14.0_Modified_bcpmx

<

I Processing Details

Current user: admin, Active project: Openlab
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