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") Entire Transcribed Region RIS,
_ DVWINHINHEIRTEET,
Include Flanking Bases:
3-(10 | - | bp5:(10 | = | bp ® 1-F1>JI/Y>+ UTRs
5 UTR, 3 UTR OZNENTEHAINEOHZRTE CEET,
[ ] Allow Synonyms 0 i S
Coding Exon. Intron. UTR ZI R TS ACIEESDAIEEHRE
-U-_a:basa_o
¥ Non Coding RNA Z#&%R 9 3I5a(EI-T1>J IV +UTRs
[ A”OW Synonym aEE(IéE\EEE%EiEE%E}RbT<EéL\O
CCICF v ANBE. Synonym HESHITHAIICRDET, e
AERBLGEFHAOCUEITTEEMEHILICTERIEE, m BERIEE S0

EEUCRREINSDERE %20, 10, 25, 50 bph'SiEIRTEFT,
A=F4>2JTI0V>FEA-FT4>4
I9Y>+ UTR ZEIRUICEEDHBINTI
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Help - Define Target

SureDesign
SureSelect DNA Define Targets
Define Design o Targets:
» Define Targets TRMNALTT Upload
Review Targets STK ?B
Ceorf133 Example
Enter Parameters ILRL1
Cl4orf41
Select Probes GOAT
Finalize SNORD116-26
GART
CASK
coL27Aa1
ZNF483
SNORD33
TRPC3
LOCT29574
FFARZ
CClAD
SureSelect DNA Design
MName: Oncogene
Species: H. sapiens (hg19)
Category: SureSelect DNA Clear
Hybridization: 90 Minutes * Databases Regions of Interest
Target Regiona Ref3eq @ Coding Exons
Jreens . [] Ensembl () Coding Exons + UTRs 5UTR [/] 3 UTR
Size:
- CCDS (") Entire Transcribed Region
. ) [ ] Gencods
#Probes: NA Include Flanking Bases:
Size: NA [] vEca . :
PriceTier () NA [] snp 3:10 | =] bos:[10 [~ | bp
Coverage: NA [ ] CytoBand

[] Allow Synonyms

UCSC View Download

Cancel Back Next
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3-3 A—JybOEER : Not found (L2125 -0 bOHESR s

Help - Review Target

SureSelect DNA Review Targets
Define Design Target Summary
Define Targets v « 16 Target |Ds resolved to 7 targets comprising 135 regions.

» Review Targets « 9 Target |Ds were not found.

Enter Parameters Target Details

Select Probes Viev ets in UCSC
Finalize Target ID #Regions  Base Pairs
TRNAL1T Mot found
C90RF133 Mot found
ILRL1 Mot found
C140RF4 Mot found
GOA1 Not found
SNORD116-26 Mot found
SNORD33 Not found
SureSelect DNA Design LOC729574 Not found
MName: Oncogene CClADT Not found
fPEciESi H. sapiens (hg19) CASK 27 3321 chrX:41379663-41782251
oo SeselectonA COLZ7AT 61 6803 chrd-116918221-117072985
Target Regions FFAR3 1 1061 chr19:35849783-35850843
# Regions: 135 GART 21 3457 chr21:34876421-34911631
Size: 21.312 kbp STK17B 7 1259 chr2-197002161-197028117
Probes TRPC3 12 3006 chr4:122800881-122872845
# Probes: NA ZNF483 & 2405 chri-114289666-114338704
Size: MA
Price Tier: () NA
Coverage: NA

UCSC View Download

Cancel Back Mext

Not Found (L7220 TL\B5 -5y hOBEZ [F—0y NS
JU)THEERL . BERY(CED Target ID A Not Found
ThdhVe [F—0 NFHl ] DEIE THEERU TTZEW,

_~ Not Found ([Z/32TWSH—SY M. DZBICEES

BDNENHNFET, [R3] TCohBEmICRED. UCSC
BrowserCH—FT&3 ID ((A—TYNEZZELHE
ETFH1>0U T2,
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b= OBAZIHBEDOTEE
REEBOTOVRUVNZEREERL
i@l AREEDOTVDIGE

s IEZEIE X 'CL%T'H‘E’IED%
50)'6\ [R3ITRED. sxEZH
HEEBLE T

SureDesign Help - Review Target

SureSelect DNA

Define Design
Define Targets
» Review Targets

Select Probes

Finalize

Name:
Species:
Category:
Hybridization:
Targat Regions
# Regions:
Size:
Probes
# Probes:
Size:
Price Tier: @

Coverage:

Enter Parameters

SureSelect DNA Design

Review Targets
v
v
Oncogene

H. sapiens (hg19)
SureSelect DNA
90 Minutes

206
30.523 kbp

Target Summary

« 13 Target IDs resolved to 13 targets comprising 206 reqj
« 0 Target IDs were not found.

Target Details

Target ID
ARHGAPS
CI0RF24
CASK
COLZ7A1
CWH43
ELL
FFAR3
GART
IL1RLY
ILZ3R
KRTAPS5-7
NKX2-6
OCIADY

#Regions

Base Pairs
3013
1124
3554
6913
2424
2168
1061
3559
2078
2193
518
946

View targets in UCSC

Paosition
chr12:57866290-57882414
chr9:34379064-34397641
chr{41379663-41782251
chr9:116918221-117072985
chr4:48988437-49063917
chr19:18555552-18632875
chr19:35849783-35850843
chr21:34876421-34911

Chr11:71238337-71238854
chr8:23559954-23564121
chrd:48833529-48862789

3. RFUH—RO4H—R

Not Found (CR2>fz9—4"y Mt
Ol etz RLET .

THA AER %> O0-RUT
W‘é’%ﬁ&ﬁ:b\b ijo

Download

Help - Download &/

Name: Oncogene
Species: H. sapiens (hg19)
Please select files to download
B Oncogena
Oncogene_Regions bed

Oncogene_Report txt
Oncogene_Targets ba

cl Dowmload
Cancel Back Mext ose ovmloa

12023 2H

(SSHARZLT

A ARETTE]

For Research Use Only. Not for use in diagnostic procedures.




3-3 H—FyNOWER 1 90— RURTPAIVICEBS—Fy Natdiomesn e

name_Regions.bed name_Report.txt name_Targets.txt

57866289 57366481 ARHGAPY
chri2 57867375 57867501 ARHGAFY
chri2 57867814 57867969 ARHGAPY
chri2 57868195 57868269 ARHGAPY
chri2 57868398 573608496 ARHGAPY
chri2 57868647 57868766 ARHGAPY
chri2 57869063 57869191 ARHGAPY
i chr12 57869255 57869408 ARHGAPY
b chri2 57869548 57869724 ARHGAPY
ilel chri2 57869843 57869959 ARHGAPY
ikl chri2 57870136 57870247 ARHGAPY
kN chri2 57870362 57870444 ARHGAPY
15 [eilg¥ 57870643 57870756 ARHGAPY
ilil chri2 57870928 57871062 ARHGAPY
il chri2 57871231 57871566 ARHGAPY
18 [eile¥ 57872312 57872550 ARHGAPY
=N chr12 57872863 57873217 ARHGAPY
2if chr12 57873502 57873581 ARHGAPY
i chri2 57874550 57874627 ARHGAPY

# Found IDs
ARHGAFS
il COORF24

0 # Target Parameters
)l Databases: RefSeq, Ensembl, CCDS, Gencode, VEGA, SNF, CytoBar 19 |
il Region: Coding Exons A NKCA2-6
73 Region Extension: 10 bases from 3' end and 10 bases from 5' end. OCIADL

A=y hafilEz

_ ol 9=ty NI Y —F 3 A AN~y NO—ETT.
SEEl e s Cis UG - FEREFEDIHULR— N TT, 5 ry B TEET,

UCSC Browser RETHEERTEEY,
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3-3 A—5wROMEES : UCSC Genome Browser (C&245 -4 MBS DTEER

@mn Help - Review Target

[View targets in UCSC)&IUvII 3L,

=4 MR
NAILNIYIEL TRRENE T

(SSHRILT YA ARIEITIE]

12023 2H
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SureSelectDNA  Review Targets UCSC Genome Browser(c,
SureDesign KRDFTEA—-5y MIFR
Define Design o  Target Summary - AT X\
Define Targets v » 13 Target IDs resolved to 13 targets comprising 206 regions. ént—ljlj/\ b\ﬁ:ﬁ %aza-
Review Targets « 0 Target IDs were not found.
Enter Parameters Target Details
Select Probes View targets in UCSC
Finalize Target ID #Regions  BasePa Dot '
ARHGARD 7 2013 UCSC Genome Browser on Human (GRCh37/hg19)
Co0RF24 7 1124 move =>> | zoom in | 1.5x | 3x | 10x | base | zoom out | 1.5x | 3x | 10x | 100x |
CASK 29 3554 — o
multi-region | chr12:57 866,289-57 8582 414 | ene, chromosome range, or other position, see examples | sxamples
COL27A1 62 6913 ' : ' : 16,126 bp.| 9 g p - p es
CWH43 16 2424 . — — — — — —
o - pee chriz (@13.3) [ IR 1B E 0 DN W AE WEK 2E NN W
FFARS 1 1061 Scale 5 kb I hgto
SureSelect DNA Design GART 22 3559 L chri2: 57,870,000| 57.875.000| 57,880,000
Narme: Oncogens ILRLT 1 2078 ) Agilent SureSelect DNA - Oncogene - Target regions of interest given as input to probe selection
Speces: . sapiens (ng13) e g 2o | || gewetRegos® R NIIUEANITIIONE N W[ [ |
Category: SureSelect DNA KETAPES ] s | Reference Assembly Fix Patch Sequence Alignments
Hybridization: 90 Minutes L Reference Assembly Alternate Haplotype Sequence Alignments
Target Regions NxzE - 248 _ UGSC Genes (RefSeq, GenBank. CCDS, Rfam, tRNAs & Comparative Genomics) _
# Regions: 206 OCIADT 10 972 ARHGAPS i ————8————HH1 ARHGAP‘* MARSI -—-—.{ n
Size: 230.523 kip ARHGAP3 - HEBa MARS1 mH1{
Probes ARHGAPS L—l—“ MARS1 W
# Probes: NA ARHGAPI I I::r MARS1T mH {1
Size: NA ARHGAPY - .
Price Tier: ()  NA ARHGAPs (i i i _Ba am i :4 |
Coverage: NA ardearelFHE- IR BBV HER - BB L = : e |
— RefSeq genes from NCBI
UCSC View Download RefSeq Curated l I I I I I II I I I H I .I l — 5 y ' '
Cancel Back Next
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SureDesign Help - Review Target
SureSelect DNA, Review Targets
Define Design "  Target Summary
Define Targets o « 13 Target IDs resolved to 13 targets comprising 206 regions.

» Review Targets « 0 Target IDs were not found.

Enter Parameters Target Details

Select Probes View targets in UCSC
Finalize Target ID #Regions  Base Pairs Position

ARHGAPS 21 3013 chr12:57866290-57882414

CO0RF24 7 1124 chr9:34379064-34397641

CASK 29 3554 chr:41379663-41782251

COL27A1 62 6913 chr9:116918221-117072985 g_b\—\‘y Fﬁﬁiﬁiﬂ)ﬁEEED%TbEB
CWH43 16 2474 chrd:48988437-49063917 [;K /\] % gu\ygbgsg-o

ELL 13 2168 chr19:18555552-18632875

S Y ) ~ —
FFAR3 1 1081 chrl9:35849763-35850843 7I:I—7T*D“’(/0)FEIE(L_1E5’7$§'O

SureSelect DNA Design GART 22 3559 chr21:34876421-34911631

Name: Oncogene ILTRL1 1 2078 chr2:102954715-102968391

Species: H. sapiens (hg13) ILZ3R 1 2193 chrl:67633794 67724821

Category: SureSelect DNA - o

H;-'bri:ization: o0 Minutes KRTAPS-T 1 518 chr11:71238337-71238854
Target Regions NKX2-6 2 946 chr8:23559954-23564121

#Regions: 206 OCIADT 10 972 chr4-:48833529-48862769

Size: 30.523 kbp
Probes

# Probes: MA

Size: MA

Price Tier: @ NA

Coverage: A

UCSC View Download
Cancel Back Mext
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3-4 )\IXA=HDAT]
U 5~y MR TTO-TE 745

SureSelect DNA Enter Parameters I 57:_:&)0)/ fﬁX—@’i“}?&fﬁbi@’o
Define Design Selection Parameters / ﬂil /7 0)} \oax_QODL}R(iq:Vja:V;:ng(:E}%%Z%
Define Targets Density: | 2x | = L/ig_o

Review Targets

Les

Masking: | Moderately Stringent |v
» Enter Parameters

i::l‘:;:mhes Boosting: | Optimized Perfermance XT HS/XT HS2/XT LIJOXT (Recommended:-| - ﬂE Q O)} fax_gm%u*(i;k&_ yu Bﬁ(:ﬁggﬁbi
Reset 9, BRICHHE T, EUIR/ISA—92IZIRUT
<Ak

SureSelect DNA Design
Manme: Oncogene

Species: H. sapiens (hg19)

Category: SureSelect DNA

Hybridization: 90 Minutes
Target Regions

# Regions: 206

Size: 30.523 kbp
Probes

# Probes: A

Size: MA

Price Tier () NA

Coverage: WA

UCSC View Download

Cancel Back Begin Probe Selection
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)
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3-4 )\IXA=HDAT]

Selection Parameters 1x tiling 2x tiling
s SR overlap: 78 U overlap: 60 bp
Density: [ 2x k4 | : target regljion | : target regljion
I'-.*Iaakin;: __ 1 EEE— |
2 : e baits : baits
Boosting: 3 H: 1 ! ! ———
4x
Sy X TO—-TD&ERDARWzH. BLTO— ¥1xtiling KD EF v TFrHEN LBz
JHTH—Tv b KDILRVVETRET Default DFFE & U THEE, CNLDEN
=3, Density TlIF+ TF =&
75 bp L EDRSTHO Z ENRE, SFEEEDSIRLY,
3x tiling 4x tiling 5x tiling
overlap: 40 bp overlap: 30 bp overlap: 24 bp
| target region : target region target region
—Y—1 —4‘— : '
EEE— | E—— : EE— :
: — 1 baits : — 1 baits ! 1 baits
— 1 — I 1 1
1 N | | | I | |
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30

G230519-1 20232 A

Normalized coverage
2 3 4
1 ] ]

1
|

E N Coverage ([(5 X287

s S 4

(SSHRILT YA ARIEITIE]

.
l : —+ I
— R
| | + T
1X 1.5X 2X ax 4%

Genome Biology 2009, 10:R116 (doi:10.1186/gb-2009-10-10-r116)

Probe tiling frequency

For Research Use Only. Not for use in diagnostic procedures.
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3-4 J\SAXA=ADATN] : ZBEN Coverage [C5RX2=E

Selection Parameters

Ho2EBELLY Mask

Density: | 2x | -
eArray7.9 h'5¥ffciRDefaultE 2o/ Repeat Mask
Moderately Stringent P Repeat Masker & Window Masker @ Intersection

Most Stringent

HME"“E_W Stringent Repeat Masker & Window Masker & Duke Uniqueness
Least Stringent e— 35 track O Intersection, H2¢HFEHER Mask
Mo Masking e—

Masking:

eArray7.9 TiENIENt4EE

Boosting:

No Masking MiZIRIFHERLFH A

« Repeat Masker (& UCSC Repeat Masker track OnEIZ T,

«  WindowMasker OFFHl(E T s DXk E CSHETZEL,

« WindowMasker (C&d Repeat Mask (& NCBI ®WindowMasker tool @ default parameters (C&D1T
nnx9.,

« Duke Uniqueness 35 track (& UCSC Genome Browser 'SZ& IR TEE T,

- EEROBMIEUT, BYIRELID Repeat Mask #aEZFE L TIEE0N,

o HIER(CKIIZ S, Default DFREZERL TIZE W,

+ Citation
WindowMasker: window-based masker for sequenced genomes.
Morgulis A, Gertz EM, Schaffer AA, Agarwala R.
Bioinformatics. 2006 Jan 15:22(2):134-41. Epub 2005 Nov 15.
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Masking Option

Intersection of Regions Masked By

Masking Methods:

Masking Effect

Most Stringent Masking

Moderate Masking
(New Default)

Least Stringent Masking

No Masking

(SSHRILT YA ARIEITIE]

32  (G230519-1 2023 2 H

Repeat Masker Least Number of Probes

Repeat Masker
Window Masker S g
JO-J#n
&N
Repeat Masker
Window Masker
Duke Uniqueness 35 Track

SureDesign creates probes across

the entire tiling interval N[ Ee

For Research Use Only. Not for use in diagnostic procedures.
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® HWFE(CLHTHIATEER Masking ZILIJUXLNERDFE T,
- WindowMasker (IR TOAEY)FETHIFATEE
- Repeat Masker track (ZUXDHOEYFETHIFHTIEE
- Duke Uniqueness 35 track (& Human D& CHI B EE
o FHEINLTIBIRZZSIRIEL,
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SureDesign Help - Design Parameters

SureSelect DNA Enter Parameters
Define Design o Selection Parameters
Define Targets o Density: | 2x | =
Review Targets o

Mazking: | Moderately Stringent | -
Enter Parameters

= a 1Tl f i I | =
Select Brobes Boosting: | Optimized Performance XT HS/XT HSZ/XT LI/QXT (Recommended)

Finalize

Reset
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3-4 J\SXA=HDAN : T-AF74>%

A—4"y MBI (ST U T TEBR R —RIF v T Fv2iTo18(C.
GC% N'EUWVRE, FrTFrDEEUVRRIKICKTU T
JO0-JOrEHBE#IE™Y Boosting i EEITVET,
IRR—T7ZBE0 T, @R Boosting Z1&IRUL TLIEEL,

Help - Design Parameters

SureSelect DNA Enter Parameters

Define Design o Selection Parameters
Define Targets o Density: | 2x | =
Review Target

L o Masking: | No Masking | -

» Enter Parameters
Select Probes Boosting: | Optimized Performance XT HS/XT HS2/XT LI/QXT (Recommended) | =
Finalize :
Mo Boosting Reset
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® Optimized Performance \ \ o
T T FrRIENERKICRDLESIC SureDesign MEXTHIRTO-TEEZ. R¥IGEIRUZ) \ATUF(E -3 8
B (XTIXT2 BLLIE XTHS/XTHS2/XT LI/ QXT) ([CEEMICARLET.,

FrIFvNRFEACADETIN, TO-TOENAIECEN T EENHIOT, FRIETT.
3 70— DEHEEBL TIEEL, - ‘
THLOOMES (Tier) NEDD. INMIEOF/UVTTA BB ENHDEY,

. NO BOOStInq_ Help - Define Design
EZ: E,\J (: (i}ﬁi‘?‘é bast’-/\’ ° SureSelect DNA Define Design

* Define Design

Define Targets * Design Name: |[Oncogene

Review Targets * Species: |H. sapiens Select {D

Enter Parameters
Build: | UCSC hg19, GRCY3IT, February 2009 | -

Select Probes

Finalize *Create In:  [Agilent Select

Hybridization: |90 Minutes - SureSelect XTHS2 / XTHS / XT LI / QXT

90 Minutes

Owvernight
Mot specified

35 G230519-1 2023 2 B [SSHAALTHA ARVESTE] For Research Use Only. Not for use in diagnostic procedures. °::' Agilent
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i — TO-TFHA2DISA—IRBELRS,
oo o e e ot D [FO0—F5&IROEIHE ) 29w LT
rogress’ section on the Home page.

When complete, an email will be sent to jD - j‘?ﬂ"f \/%Zg - héﬁ ia_ o

Additional email addresses:

Use zamicolon () to separate multiple email addresses

TO-J5751 (30 2IEEDRFEINNNDE T,

JO-J7H4>h5E 793, SureDesign [CEEREIN TS

A=JL7RLAIC, X=)L TR T OHRSENEFT,

BEUBIDA=IT RUATORZENMERIGE(C(E. CCTA=ITRUAZANDULET,
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SureDesign Help

SureSelect DNA Select Probes

Define Design
Define Targets

Review Targets

Your probe selection job is currently running.

Enter Parameters
» Select Probes

L S G S

Finalize

THA2 45— FEAU3 120Uy IL T,
COEMZEUET.

SureSelect DNA Design

Name: Oncogene

Species: H. sapiens (hg19)

Category: SureSelect DNA

Hybridization: 90 Minutes
Target Regions

# Regions: 206

Size: 30.523 kbp
Probes

# Probes: MA

Size: MNA

Price Tier: @ NA

Coverage: MA

UCSC View Download

Close Design Wizard

1 20232 H : For Research Use Only. Not for use in diagnostic procedures.




3-5 JO-J7H1>0E:R B

JO-J71ONTE T I3E. FEROA-INEFRENIA=I 7 RLRICEEET,

SureDesign: SureSelect probe selection for design ‘Oncog

AS Agilent SureDesign <suredesign_noreply@agilent.com:
S o TS
L

Report. pdf
we | 105 KB

5% wb-sEAFEERTD  BRLAV: BE BRETES

WILIR—NCT A1 OfER%E
SureDesign: SureSelect probe selection succeeded EEEIL,\L/K'fé(L\ ﬁ}"‘ SureDeS|gn (C
074U T ROATYIHEHET

SureDesign has successfully selected probes for the design Oncogene.

To complete your design:

Log into SureDesign.
Find your design in the Designs In Progress list on your home page.
Click the ‘continue’ icon to reopen the design wizard.

Agilent Technologies

Contact support: informatics_support@agilent.com
Login to SureDesign: www.agilent. com/genomics/suredesign
Leam more about Agilent's high performance tools for genomics: www .agilent. com/genomics
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Dezign Name: Oncogene
Gpecies: H. sapiens (UCSC hgl9, GRCh37, February 2009)

Target Summary

13 Target 1Ds resolved to 13 targets comprizing 206 regions. Not Found (CBDTL\BRA—4"Y hb\@b\zt;&ﬁﬁggbijo
0 Target IDs were not found. &—

Region Size: 30523 kbp

T N—=2)DTO0-TDEEH4A X Pricing Tier ZHEELET .
Total Probes: 1455

Total Probes Size: 578

Coverage: 46.731 kbp

Recommended Minimum Sequencing per Sample: 98.889366%
Pricing: 9.346 Mbp

RTENIA—IEHEERLET

Target Parameters eo—
Databases: RefSeq, Emsembl, CCDS, Gencode, VEGA, SNP, CytoBand
Region: Coding Exons

Region Extension: 10 bases from 3' end and 10 bases from
Allow Synonyms: No

Probe Tiling Parameters
Tiling density: 2x

Maszking: Moderately Stringent

Boosting: Optimized Performance XT HS/7XT H32/XT LI/OXT
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ARHGAPS
C90RF24
CASK
COL2TAT
CWH43
ELL
FFAR3
GART
ILTRL1
IL23R
KRTAPS-7
NKX2-6
OCIADT

(SSHRILT YA ARIEITIE]

—V

>

PR PLL

ot

9591769 %
100.0 %
100.0 %

08.813835 %
100.0 %
100.0 %
100.0 %

99742 %
100.0 %

0530324 %
100.0 %
100.0 %

97.736626 %

20

29
61
16
13

1
10

For Research Use Only. Not for use in diagnostic procedures.
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3-6 J714F34X

SureDesign Ao | O | g ot

Designs Designs

Start Designing
c 7
f\[,g © 0 S Y.
Z w . y . : » : ' N
H’ H‘. w" H u‘ ...H. H .H
SureSelect DNA  SureSelect RNA SureSelect OneSeg HaloPlex CGH CustomFISH SureGuide
All-In-One

Designs: In Progress —
Oncogene Draft R L®
SureSelect DNA Probe Tiling (Complete)

R—LITDTHAAER : EITRIFRDOTHAT
Continue W9>%29UwIUT. IROATY T EHF T,
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SureDesign Help - Finalize Design
HaloPlex Finalize
De:me Design v You are now ready to finalize this design. After finalizing:
- v - Tetesmammolome bemted
e ’ BT/ 0- 77 Y1 OEABREERLET.
® SureSelect 7H1>
a1 T %
EYRE - YR
® 5—"y hRis
TEIZER : -5 MDTEIZDER \
—— N | PAX S-sy NSO RS X
Name: Halodemao .
gptecies:" : ;saFEnliens (hg19) [ ) jE] j
rgetregons JO-J8: H-FyNSHLTTH > eneO-Joms
#Regions: 161 *j’(7\ TU”(/ETUT_jEl jb\j]}\ 3’5%5‘150) |\ /S’JI/*JL'fX
Sf:f;nc y Regimjz'ombp MASDBEE: TH1 > ENEhRA LFy hoffitg T
#Amplicons. 2732 (TO-J%0 57,680 ZiBZ L. HA AN 6 Mb Z#EX TLVRKTH Tier 3 (CRBDTITEFRTELY)
Size: 89.424 kbp
A DS 1 A=y D55, 10 EOTO-TTHA-SNIABROEIE
e — RS> AENB4BEAEREL. TO—TOmH 100 bp #HE3ELIEHA X EEL(
| | SHEENTLET,
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3-6 JPAF54X 1 A20-RUETPAINCEZTO- T > okesn | 22

6 JrMIL=490>0—-RUTHERLET,
Z 074N OFHIIRR—-STERALE T,

Download

Mame: Oncogene
Species: H. sapiens (hgad

B Oncogens
Oncogens_Report.pdf

?‘ﬂ"( \/ODIQ\E ° 77’(#5’(1“ Oncogena_1_allTracks_bed
AL I ~ 0 1.0 d.hed
BICTHA> I &SI > neogEne- T Covered be

Oncogene_1_Regions.bed

— F_G g ia_ o Oncogene_1_Report.te

Oncogene_1_Targets bt

Download
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3-6 J7AF 34X : A>0—-RUILIPAIUC LD TO- I 751 > DOhEER

<Design ID>_ Covered.bed <Design ID>_Regions.bed

browser position chr12:57866290-57866481
track name="Target Regions" description="Agilent SureSelect DNA

el chri 67633748 67633928 IL23R chri2 57866289 57800481 ARHGAPD
chrl 67634992 67635352 IL23R chri2 37867375 57867501 ARHGAPD
5 chri 67648460 67648700 IL23R chr12 57867814 57867969 ARHGAPD
H W D
Design TH/\—&N2mBIEDA E|FHR%Z %")Jh_ Input UIz5 =45y MBS DA EEER
sCELI bed J7 1) Zso & LIz bed J71)L
10 | chri 67705792 67706032 IL23R chri2 57869255 57809408 ARHGAPD
11 | chri 67721474 67721654 1L23R chrl 57869548 57809724 ARHGAPQ
12 | chri 67724125 67724845 IL23R chri2 57869843 578069959 ARHGAPD
chr2 102954643 102954823 IL1RL1 chri2 57870136 57870247 ARHGAPQ
14 | chr2 102955281 102955521 IL1RL1 hri2 378703602 57870444 ARHGAPQ
i chr2 102956524 102956764 IL1RL1 chri2 37870043 57870756 ARHGAPD

chri2 57866289 57866481 ARHGAFQ
chri2 57867375 57867501 ARHGAFQ
chri2 57867814 57867969 ARHGAFQ
{7 chri2 57868195 57868269 ARHGAFY

Amplicon. Covered. Regions. Missed
(JO-JThl=gnmhor5-syh) O
ANSYIDIEHRZZE bed T71IL

gl chri2 57870136 57870247 ARHGAF9
14 [sylghd 57870362 57870444 ARHGAF9
a0 chri2 57870643 57870756 ARHGAF9
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3-6 J714F54 X : 99>0-RUIEI7AIVNCELZTO-T 5751 > DR,

<Design ID>_Report.txt

IrAIF)  REE) ®BEBG ETV) REQ  IIOM Y-MM wYEEW) ALTH)
O-i*~ '“]| L L‘|| X B -| ) - q..?:v| Jely » ;d-f-| \|§@E|

Oncogene_1_Report.ixt

# File. Summary
2| File, Type:, SureSelect. DNA. Design. Report
3| Created, By:, SureSelect. DNA, Standard, Design, Wizard
1| User:
5| Workgroup:
5| Folder:

7| Timestamp:

9| #.Design. Summary
10| Design, Name: . Oncogene
Species: H..sapiens. (UCSC hgl9, GRCh37, February, 2009)

3| #, Target, Summary

1 13, Target. IDs, resolved. to, 13, targets. comprising. 206. regions.
15| 0. Target IDs, were,. not. found.
16| Region. Size:, 30.523.kbp

3| #.Probe Summary
9| Total Probes:, 1455

Total, Probes, Size: . 46.731.kbp

Design DY~ U—Z5C &L
TFANT7AI

1 202342 H

(SSHRILT YA ARIEITIE]

<Design ID>_Report.pdf

SureDesign AV _f Al

-

Design Information

Design Mame: Oncogene
Species: H. sapiens (UCSC hg19, GRCh37, February 2009)

Target Summary

13 Target IDs resolved to 13 targets comprizing 206 regions.
0 Target IDs were not found.

Region Size: 30523 kbp

Probe Summary

Total Probes: 1455

Total Probes Size: 578

Coverage: 46.731 kbp

Recommended Minimum Sequencing per Sample: 98.889366%
Pricing: 9.346 Mbp

Target Parameters

Databazes: RefSeq, Ensembl, CCDS, Gencode, VEGA, SNF, CytoBand
Region: Coding Exons

Region Extension: 10 bases from 3" end and 10 bases from 5" end.
Allow Synonyms: No

Design DY ~YU—%Z5c&UIc PDF J71 )L
A=)l TRIETZEDERIUAS

For Research Use Only. Not for use in diagnostic procedures.
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<Design ID>_targets.txt

TrAMR) |EE BES =RV RS0 I70M Y-JUM 2aYERW) ALTH)

D-2-Hl2BAD O -9 - [ppPnama@

Oncogene_1_Targets.txt

# File Type: Input Targets File
2| # Timestamp:
3| #, User:
1| #,Created By: SureSelect DNA, Standard. Design. Wizard
5| #.Species:, H.,sapiens.(UCSC hg19, GRCh37,. February. 2009)

8| # Found. IDs

9 ARHGAPS

10| C90RF24
CASK
COL27A1
}| CWH43

1 ELL

15| FFAR3
GART

7| ILIRL1
IL23R
KRTAPS-7

20| NKX2-6
OCIAD1

&I Input Uz
E A NN




3. RFVH R4 —R

3-6 J714F34X : UCSC Genome Browser (&R TO0—J57 1> DRAEHESS

SureDesign Help - Design Complete

SureSelect DNA Finalize
Define Desi
St v You are now ready to finalize this design. After finalizing:
Define Targets o
Review Targets @ « The :j-zmgn u:a.n no Iu:unger be modified.
« A design ID will be assigned.
EE LIRS v « Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
Select Probes o purchase order.
Finalize
UCSC Genome Browser on Human (GRCh37/hg19)
Targe) el move zoom in | 1.5x | 3x | 10x | base | zoom out [ 1.5x | 3x | 10x | 100x |
UCSC VleW %OU“JU?%&\ Targutl[.‘r multi-region || chr12:57,866,289-57,662.414 16,126 bp. | gene, chromosome range, or other position, see examples examples
p
—_—y ARHGAPY
- ~
UCSQ Genome Browser (L\“T-lj:’(/o) coomEos iz o O W R I WA ZE AN W]
W b\ds_é/_.ﬁént_'jlj/\ b\ﬁ:ﬁgi? CASK Scale 5ka H hﬂ'lg
coL27al | |4 chr12: 57,870,000 57,875,000| 57,880,000
. Agilent SuraSelect DNA - Oncogene_1 - Target regions of intarest given as input to probe selection
| CWH43 TagetRegons @ N N IIE DRRRRIAA I W W0 i

SuraSele¢t DNA D =
AN ] e L ELL Agilent SureSelect DNA - Oncogene_1 - Target regions of interest that will not be sequenced
Mame: Oncogene - _ Missed Ackars! Suracatadt DRA o caoimis hob L !e il
T — : i jllent SureSelect - Oncogene 1 - Genomic regions expected to sequenc
Species: H. sapiens (hg19) i Covecd M EENN EENOEEEE E EE 1 I
Category: SureSelect DNA SART l Reference Assembly Fix Patch Sequence Alignments
Hybridizatiqn: 90 Minutes ILTRL1 | Reference Assembly Alternate Haplotype Sequence Alignments

i UCSC Genes (RefSeq. GenBank, CCDS, Rfam, tRMAs & Comparative Genomics)

Target Regiong IL23R ARHGAPO [ jc+tc<<c 84 ARHGAP9 ‘—(I—H—I—.H MARS 1 M-
= R'EQIEIHEZ 206 KRTAPS-7 RFIHGAPQF 1  HERE : = ."- MARS1 ‘-H}
Size: 30.523 kbp ARHGAP9 i I -ma MARS 1 W

NEX(2-6 ARHGAPS £ 1+ MARS1 = {>

Probes ARHGAPO ‘ L I I

OC1ADT H P 1 I L !
# Probes: 1455 ARHGAP Tl <k 1l i o am 1 i i EE
See . \as731kep i rrcata oo R RRRRERRRRRERRR i
Price Tier:(§)  Yier 1 RefSeq Curated ff H-HHHHH e B —Bq.ge 1 i
Coverage: ®.89% N Publications: Seq.lencas in Scientific Articles
S —
UCSC View | | Download e I -
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3-6 J714F34X

SureDesign Help - Design Complete
SureSelect DNA Finalize
Define Desi
St v You are now ready to finalize this design. After finalizing:
Define Targets o
Review Targets @ « The EFSIQH u:a.n no Iu:unu;er be modified.
« A design ID will be assigned.
EE LIRS v « Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
Select Probes o purchase order.
» Finalize

Tagan A LR NBEUEROT A HIUCTIO- T YA S EBHERLET .
ARHGAPY BFCHEROMEE] (BAX(CLHTEEFENENDEY) (3.
FRAULAMEHOVA XHBITVBHEID, T BRERIEEL,

COLZ7AN
CWH43

FHA ABEEEURVBARFH OEE] %,

S:’*‘“fm DA ”“Z“-‘“ FLL COFFRIETIZDHEE [TH1OOI714 34 X120 IwIUET,
Spagcl;s: ansgznnz (hg19) FPARS I7AFTIARTRE. COTHA VBRI TS MORLGEERGESNF I,
Category: SureSelect DNA GART =R A T s M= L
Hybrr:izgtiaru: 90 Minutes ILTRL1 ?é ’T\(L7|- 9 a_éaE_C(I (iﬁﬁt éﬂit"/uo

Target Regions IL23R chr1:67633794-67724821 = 2193 853 1
# Regions: 208 . KRTAPS7 chr11:71238337-71238854 518 100 1

F:;;S 30.523 kbp NKX2-6 chr8:23559954-23564121 | 946 100 2 2
e 1ass OCIAD1 chr4:48833525-48862789 = 972 57.74 10 9
Size: 46.731 kbp
Price Tier:(7)  Tier 1
Coverage: 98.89 %

LUCSC View Download
Modify Design Finalize Design |

47 G230519-1 20232 H (SSHRALTHA ARESE] For Research Use Only. Not for use in diagnostic procedures.
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3-6 J7MF314X

(THA>DEE ) ZEIRT 3L,

FHA > ENJ0-JEBIBREN. 59—y DU D
EHECRDET,

Flz. £2TDINTA—43(Z Default FRECRDEFIDT
CEBLIEE,

/e chosen to modify this design.
emave all probes from the design and return to your

Mote: All selection parameters will be reset o default values.

0K Cancel

For Research Use Only. Not for use in diagnostic procedures. °::' Agilent
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3. RFUH—RO4H—R

SureDesign

Your design

SureSelect DNA

Design Complete

Design is now complete.

Name:
Design ID
Species: H. sapiens (UCSC hg38, GRCh38, December 2013)
Hybridization: 90 Minutes

Category: SureSelect DNA

# Probes

Probes Size

Price Tier: (7)

has been saved in the workgroup folder.

I Order I Mark as Favorite I Download I UCSC View

L_ODT'U"( /t%xﬂé?éh@@%*ﬁﬁ'ﬁk*ﬁjé 7/2 (=N
[Order)z0UvILET,

Help - Design Complete

THAINI7PAF A RSN EZSHSET X ILNIERREN

TOBA=IL 7 RURFBISEEENE T . COXA—IUCIZEATDIE
HINEEESNTUVET,
- Application %
- THA 5
- Design ID

- £YptE
- Finalize UIzH

|
IPAFHARUIT A SV HRLET

T*j«r/ﬁ%ﬂié‘:{’;“j/l:l RIMIODBEIETEET,
CZTAYI>OO-RTEZT71()E. BIATYITAI>O—-RUIED7
4Jl/tﬂb|7§ NAUSFE R

[EB (J\'O(CE’;“TE@“%]T\‘G’/&W@“&: = A’ij‘@[?‘b‘“’()ﬂf

Exit Design Wizard

G230519-1 20232 A

(SSHRILT YA ARIEITIE]

For Research Use Only. Not for use in diagnostic procedures.
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4 NZAILTHA>DA—S— (RIEHKGE)

CNLARFOBIEICOEEL T BBATTEOERECSE TS,

SureDesign HAGZEERNY A MNAIB AT IE]
http://www.chem-agilent.com/contents.php?id=1002474
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http://www.chem-agilent.com/contents.php?id=1002474

A—5— (R

1) BREEmEIGEDICE. 3DO5ENDNET, TiLHE AL B. C OLWINHTRBERMEICADET,

# Probes: ).J_if A p ﬁﬁlﬁd)ﬁ%@Eh‘B?EE?éi%é
Probes Size: [Order] ﬁ(g\/%glj‘yqbijo

Price Tier: @

Your design has been saved in the workgroup folder.

Order _ Mark as Favorite I | Download_ UCSC View

SureDesign Lvome | Q0 | @R ﬁ;ﬁ B : /-k A@jd){Tﬂ’(J'ﬂEEﬁ 'ﬂEEELJTv_Bo) /FT_L(:A
g D]@EF'D“DEZél@'éTbL’fJOD Order 7|'\’5’/¢£’7U‘J’]L/$§'o

Designs: In Progress ] Designs: Recent and Favorites \
& 54 H

SureDesign &y [ o 1, | . 15 C ; THARRIIDINATHA2]19T (B[R
e ) 8 pownload |@ e L=2ay]AdR N Ty aR] 7) OHORETITH/>0
@ hmemiss e [7)230])#8CD Order R Z2IIWILET

Creation Date

Ppr-2022 8 Downid| W Order

wg-2020 4 Download | W Order

S -Aug-2021 1 p rder

3240571  SureSelect XT HS Community Design Glasgow Cancer Core F SureSelect DNA ~ H.sapiens(hg38)  05-Now-2019 3o rder

3240561  SureSelect Community Design Glasgow Cancer Core Panel  SureSelectONA ~ Hosapiens(hg38) ~ 05Now2019 8 o rder

$32371. 04-Now-2019 2 o rder

 [ii] Design Category 532371 04-Nov-20° 8 pownload | W Order
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2) RIERNBSZRTELET, @ = : AT BT U1 DIy NOEE IR TE

(BZ (£ 16 reaction RGO E% 2 by NEDIEES. I 2 2 AHULET, )

BB

HEVWOBEMEFY M HIIBEHEIRLET

Design Mame: Warkgr

Design |D: . o ‘\/—7\/Zj§“} |\j7r_L\ . :%IJ}EH@:/—OI\/Z:/Z?A%%?Rbig_o
il L— _ o Sty ¢ Bty MERIRLET
Automation Kit: (@ Mone () Bravo () Magnis

HiSeq / MiSeq / NextSeq D5 @ TieOWINHZEIRUET,
-XTHS2 : JU I RART =LA

You are ¢ -XTHS : 7|_<Z hj—)bﬁﬁ

sueesid - XT Low Input : IANT=ILAR

the Agiler] - QXT : FIVARE-RAZAWS(JIURAR

e - XT : RANS—LAR

ocheck] - XT2 1 TLT=ILAK

will be tral *QXT [ XT & XT2 OB GRICEIRMEHDFRA. TOMNIILBERDFT,
Genomics CCTIE. ué@”?%)ﬂéﬂ?’:IEbb\ﬁ ZIEIRTZE LN,

SEEYOY  Proton Mi5E; TE. RANT—ILARDOH

Hybridization: 90 Minutes
Seqguencing Platform: | HiSeqg | -

Reagent Kit: | XT HS2, index 1-‘Iﬁ| -

Sample size: |16 | -
Beadsz: |Included in the Iu;i‘t| -
Design Part Mumber:  57197-6900

Reagent Kit Part Mumber. G9982A

O TIHAX : FvhD 1 FYRHIEDDOY Y TINEEEIRULET
XD 16 L(E. —FEFEDTHA>% 16 b‘/j")L@ﬁﬂﬁ(:b&i?é:&%ﬂ*bim
(B Z(E 16 reaction DiREFEZ 2 TYNBEATBIIHE.
Sample Size (& 16 Z3&4RU. Quantity Z 2 EAHNIULET)

O BHAE-X | E-AEDERGERLET,

G230519-1 2023 %2 H [SSHAALTHA ARVESE] For Research Use Only. Not for use in diagnostic procedures.



3) [RHEOHIEIRT &I ILET,

Design Name: Workgroup Name * {jJ_ F(CE}JD] 7I—‘\‘9>(IEZKT“(I:\%IJ% b\kﬁcjiﬂ/\m

Design I1D:
Companv Mame

* Quantity: |1

Autormnation Kit: (@ Nonme () Bravo () Magnis Company Number

Hybridization: 90 Minutes

Sequencing Platform: |Hiseg | - You are currently logged into SureDesign.

SureDesign shares a shopping cart with
the Agilent Genomics website. To
purchase onling, you also need 1o be

Reagent Kit: | XT HS2, index1-‘|6| - (D)

Sample size: |16 | - registered with that site.
Beads: |Included in the kj't| - To check-out, click the cart icon, and you
will be transferred 1o the Agilent
Design Part Mumber:  5191-6900 Genomics page. You must be logged in 1o

see your discounted prices.
Reagent Kit Part Number: G9982A

Add to Cart I Reguest a Quote I Cancel

Request quots successtu o 4) [BREOKENT T LELE]ORYIZNFRENET DT
Q Thank You. Your request quote is submitted. You will receive {%bé] ﬁ\@)fféﬁb((ﬁéb\o

email which re-confirm this quote request. An Agilent sales
representative will soon contact you.

Close

G230519-1 20232 H (SSHRALTHA ARESE] For Research Use Only. Not for use in diagnostic procedures.




4. RIGHaR

2 SureDesign: SureSelect DNA FyMOH RIETHGELET .

I_EI 121 :4| IBI.IBI |1|:|: 1121 |1:1| 1161 :13| 1201 I|22| |24: 1261 IZ.SI 1301 5) %%Enﬁ? \E4§éntg\ X_)l/b\:ﬁl:u%l_jijo
SureDesign: Request for quote
We have received your request-for-quote for the following SureSelect DNA kit: =B Agilent SureDesign [suredesign_noreply@ag”ent-Com]
Design Detail i 5
Desion D+ 54 NL : SureDesign: SureSelect DNA Fv b0 RIEHMEFELF T
Design Name: Uncogene (SureDesign: Request for quote for SureSelect DNA kit received)
Species: H. sapiens
Kit Details AT : TH1 VBRIV RBIKFE CHEVIEVWIAT

Sequencing Platform: HiSeq

# Reactions: 16

Cluantity: 1

Design Part Mumber: 5190-4806
Reagent Kit Part Number: G36114

6) 7L > MOBIEZFEEULEDRVIRTEEDNS
BEEHEORTR - FEN
SAERIHAT *x FEOBROERFIRERIRZISE S,
FFRFI6~8HE[TY,
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BEIVENDEE

® SureDesign (CEHI3Hh—hBBEIVEDERE

TEL: 0120-477-111
E-mail : email japan@aqilent.com
BEsE - A— )L - - H - H -5/1%FR<. 9:00~12:00 LU 13:00~17:00

X [SureDesign (CBE9DER] ] EBARIZE0N,
X A%, FNEAF DB R (F. HEEZE(CTEETIE,
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Agilent

Trusted Answers
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