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s [7—5y N OE@EICT ) L L DAEEHRZ ADUEEE. 20
caL ABNUIAIEIBIRNMI —TY NERDF T,
R CCTCORTEIIRMENE A

CSFIR

SRR DR—S= TSRS,

HaloPlex Design

Name: Halodemo

Species: H. sapiens (hg19)

Category: HaloPlex _ (Clear
Target Regions * Databases Regions of Interest

# Regions: NA RefSeq (@ Coding Exons

Size: . NA [] Ensembl () Coding Exons + UTRs 5UTR [/ 3'UTR
Sequenced Reglons ccDs (") Entire Transcribed Region

# Amplicons: NA

Size: NA [ Gencode Include Flanking Bases

PriceTier: () NA [ ] veea 710 | v | bp5:10 |« | bp

Coverage: NA D SNP

UCSC View Download [] cytoBand [] Allow Synonyms

Cancel Back Next
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3-2 A—YYhDER : FrITFvURWRIED/(SA—TERTE

, m F I FrUTkV\Els
Regions of Interest AP USEEFICONTEIRUF — IR -2 (CB R
@ Coding Exons SNTLBLE R Y —FLET,
() Coding Exons + UTRs 5UTR |~ 3 UTR A=T429 LTI D
_ _ _ _ A—742919Y>+5UTR, 3UTR
(_) Entire Transcribed Region A ELE4E;
_ DVINHMNHEIRTEFT,
Include Flanking Bases:
3110 | » | bp5:(10 | = | bp 174> IVY>+ UTRs
5'UTR, 3’ UTR DZNENTSHINEDNZHTE CEE T,
[ | Allow Synonyms o SIEE A
Coding Exon. Intron. UTR ZI R TS ACIEESDAIEEHRE
-U-_a:basa_o
¥ Non Coding RNA Z#&%R 9 3I5a(EI-T1>J IV +UTRs
[ A”OW Synonym aEE(IéE\EEE%EiEE%E}RbT<EéL\O
CCICF v ANBE. Synonym HESHITHAIICRDET, e
ABMBLETEATLES ARSI L TIERLAL, m BhERIRE S0

ETEUSRIFNSOIER %0, 10, 25, 50 bp M>EIRTEET,
=TI IIVIED-T4>)
I9Y>+ UTR ZERUIZEEDHBERN T,
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SureDesign

HaloPlex

Define Design
» Define Targets

Review Targets
Select Probes
Finalize
HaloPlex Design
Name: Halodemo
Species:
Category: HaloPlex
Target Regions
# Regions: MNA
Size: NA
Sequenced Regions
# Amplicons: NA
Size: MNA
PriceTier: () NA
Coverage: NA
UCSC View

Define Targets

H. sapiens (hg19)

Download

* Targets:

ABL

AKT2

APC
BCL2ALPHA
BCLZBETA
BCL3

BCR
BRCA1
BRCA2
CBL
CCND1
CDK4
CREAI
CSFIR

* Databases
RefSeq
[] Ensembl
ccos
[] Gencode
[ ] veGa
[]snp

[] cytoBand

Regions of Interest
@ Coding Exons
(O Coding Exons + UTRs
() Entire Transcribed Region

Include Flanking Bases
3:10 |+ | bp5:10 |~

[] Allow Synonyms

=JL

T34

5 UTR

bp

r—=—

E

3'UTR

D3t

T

Upload

Example

Clear

Cancel

Back

Help - Define Target

Next

22 G230524-1 2023 2 H
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3-2 H—YRDTESE ' -y NEIEH FIRERBZIEIEES 3. 259> — K-k

Targets exceed limit. (]

Q ‘You are attempting to paste more than 500 target identifiers into

4 the Targets text box. To enter more than 500 target identifiers,
save themto a text file and upload the file

If you continue, the target identifiers beyond the 500-limit will be

SHppec. S you w0 contue AN =Ty RDEETHB00Z B DL Xyt —IH R RSN,
Yes | Mo Yes ZiEIRI HE. 5008738 BLDFREEURATLE T .

No Z#EIRT L. FTTOEE(CR DD T500ZBAREVE DICEZT-EE

LTLIZEL,
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3-3 A—SwROIEEE : Not found (CROTEA—Tw NOTEER

Help - Review Target Not Found (L7202 CTL\B5 -5y hDBEZ [F—Tvy M
JU)THEERL . BERY(CED Target ID A Not Found

HaloPlex Review Targets “
THDNe 57y haFill] OEE CHEERL T2,
Define Design Target Summary
Define Targets v » 14 Target IDs resolved to 10 targets comprising 161 regions.

« 4 Target IDs were not found. - Not Found (:@Dtb\ég_b"\\y |\(j: ,fmd)%'ﬁ"ﬁ(:/ﬁga‘
DENDDEY, [R3] TruOEEICRED, UCSC

» Review Targets

Select Probes

Target Details

e gt T r— = lageain U3 Genome Browser TH—FTE3 ID (c9-Tvh&k
ABL Not found ZEUCBETTIOUTIZE,
BCL2ALPHA Not found
BCLZBETA Not found
CREK-I Not found
AKT2 13 1706 chr19:40739769-40771184
APC 18 9171 chr5:112043405-112179833
BCL3 9 1545 chr19:45252038-45262882
HaloPlex Design BCR 23 4276 chr22:23523138-23657719
Name: Halodemo BRCA1 23 6118 chr17:41197685-41276123
Species: H. sapiens (hg19) BRCA2 26 10777 chr13:32890588-32972917
Category: HaloPlex CBL 16 3041 chr11:119077118-119170501
Target Regions CCND1 5 988 chr11:69456072-69466060
# Regions: 161 CDK4 7 1052 chr12:58142298-58145510
Size: 42.013 kbp CSFIR 21 3330 chr5:140433622-149466000

Sequenced Regions
# Amplicons: NA

Size: MNA
Price Tier:(7)  NA
Coverage: NA

UCSC View | | Download |

Cancel Back Begin Probe Selection
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b= OBAZIHBEDOTEE
REEBOTOVRUVNZEREERL
i?o AHELOTVDIEE

s IEZEIE R 'CL%T'H‘E’IED
&550)'6\ [RB]TRED. %E
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25 G230524-1 2023 % 2 H

SureDesign
HaloPlex Review Targets
Define Design v
Define Targets v 4

» Review Targets

Select Probes

Finalize

HaloPlex Design

Name: Halodemo

Species: H. sapiens (hg19)

Category: HaloPlex
Target Regions

gions: 161

Size: 42.013 kbp
Sequenced Regions

# Amplicons: NA

Size: MNA

Price Tier: () NA

Coverage: NA

—

Target Summary
« 10 Target IDs resolved to 10 targets comprising 161 regio
« 0 Target IDs were not found.

Target Details

Target ID
AKT2
APC
BCL3
BCR
BRCAT
BRCA2
CEL
CCND1
CDK4
CSFIR

# Regions

Base Pairs
1706
9171
1545
4276
6118
10777
3041
988
1052
3339

Help - Review Target

View targets in UCSC

Position
chr19:40739760-40771184
chr5:112043405-112179833
chr19:45252038-45262882
chr22:23523138-23657719
chr17:41197685-41276123
chr13:32890588-32972917
chr11:119077118-119170501
chr11:69456072-69466060
chr12:58142298-581

=149466000

Cancel

[HaloPlexh A4 LhTH1 ARVETE]
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Not Found (CR2>fz9—4"y Mt
Ol etz RLET .

| FYAEREIIVO-RLT

NEZHERLET .

Download

Help - Download [x]

Name: Halodemo
Species: H. sapiens (hg19)
Please select files to download.

B 04818-1671699316
04818-1671699316_Regions.bed
04818-1671699316_Report.txt
04818-1671699316_Targets.txt

Close Download
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3-3 A—=wRDOWESS : 9> 0— RUIEI7A IV L DT -4y NBEIEDOIE.

<Design name>_Regions.bed <Design name>_ Report.txt <Design name>_ Targets.txt

chri9 40739768 40739868 AKT2 Created By: HaloPlex Standard Design Wizard
O chr19 40740941 40741064 AKT2 G User:
o chri9 40741159 40741267 AKT2 s Workgroup
i chr19 40741786 40742021 AKT2 T Folder:
A chrig 40742153 40742302 AKT2 A Timestamp
O chri19 40743865 40744008 AKT2
B8 chri9 40744801 40744890 AKT2 BN # Design Summary
I8 chr19 40745941 40746027 AKT2 1IN Design Name: Halodemo
i chrig 40747834 40747986 AKT2 18 Design ID: 04818-1672020712
v chr19 40748430 40748604 AKT2 1M Design Category: HaloPlex
chri9 40761054 40761186 AKT2 Species: H. sapiens (UCSC hg19, GRCh37, February 2009)
14 [eyighe] 40762822 40762971 AKT2 L8 Platform: Illumina
i chri9 40771118 40771184 AKT2 Read Length: 100 bp
16 [yl 1.12E+08 1.12E+08 APC
AW chr5 1.12E+08 1.12E+08 APC 17 B3 Target Summary
18 [e)g] 1.12E+08 1.12E+08 APC ii:] 10 Target IDs resolved to 10 targets comprising 161 regions.
1R chr5 1.12E+08 1.12E+08 APC B8 0 Target IDs were not found.
UN chr5 1.12E+08 1.12E+08 APC »IIM Region Size: 42.013 kbp
yAN chr5 1.12E+08 1.12E+08 APC

# File Summary
File Type: HaloPlex Design Report

A=y NoElEZ
Bed 7LD CHAOUIEEDTY,
UCSC Genome BrowseriRET
AT

ABDUA-TYhO—ETY,
A=W NeBHEER CEE T,

A=y MRl Y —FF 5RO
B—FEREFEDIBYILIN-HTY,
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3-3 A—TwhDOMEER : UCSC Genome Browser [C&d5—5" MBI DI AT

[View targets in UCSC1&2y?

HaloPlex Review Targets 95, UCSC Genome Browser
(C. SureDesign R DFEHY—TY
Define Design Target Summary o — Ny N o ~wd
Define Targets v « 10 Target IDs resolved to 10 targets comprising 161 regions. Fb‘ﬁméﬂhﬂljf\—/b‘ﬁﬁﬁi
Review T. + 0 Target IDs were not found. a'
eview Targets o
Select Probes

Target Details
Finalize View targets in UCSC |

Target ID #Regions  Base Pairs Paosition |
AKT2 13 1706 UCSC Genome Browser on Human (GRCh37/hg19)
APC 18 9171 move | <=< <= = = => === 7Zoomin| 1.5x 3x 10x base|zoomout| 15x 3x 10x 100x
BCL3 9 1545
—“ s s multi-region | chr19:40,739 768-40 771,184 31,417 bp. |gene; chromosome range, search terms, help pages, see example| go | examples
BRCA1 23 6118
chr19 (g13.2) | 19p13.3 |
BRCA2 26 10777 @ ) -
CBL 16 3041 Scale 10 kb} { hgt9
HaloPlex Design EETL 2 988 L chrio: | 40,745,000) 40,750,000] 40,755,000| 40,760,000 40,765,000 40,770,000/
Name: Halodemo CDK4 7 1052 _ Agilent HaloPlex - Halodemo - Target regions of interest given as input to probe selection
Species: H. sapiens (hg19) CSFIR 21 3330 | | Target Regions | || 1l | |
Category: HaloPlex | Reference Assembly Fix Patch Sequence Alignments
Taraet Re' ions | Reference Assembly Alternate Haplotype Sequence Alignments
rgetReg UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
# Regions: 161 AKT2 KK H b
Size: 42.013 kbp AKT2 KK H ER
Sequenced Regions AKT2 I‘ = P
# Amplicons: NA AKT2 |<]<} I i »
Size: NA AKT2 Ki-H- + kX
Price Tier: ()  NA AKT2 w1 ¥ R
Coverage: NA o AKT2 i} i 1
) RefSeq genes from NCBI
ucsc View | | Download o RefSeq Curated —H—H — | H ; i
Publications: Sequences in Scientific Articles
Sequences *
g SNPs | I I |

A—4" NoRIE
NAZLRSYIEL TRRESNE T,
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SureDesign Help - Review Target
HaloPlex Review Targets
Define Design Target Summary
Define Targets v + 10 Target IDs resolved to 10 targets comprising 161 regions.
» Review Targets « 0 Target IDs were not found.
Select Probes Target Details
Finalize View targets in UCSC
Target ID # Regions Base Pairs Position
AKT2 13 1706 chr19:40739769-40771184
APC 18 9171 chr5:112043405-112179833
BCL3 9 1545 chr19:45252038-45262882 " A . =3 = -
BCR 23 4276 chr22:23523138-23657719 9 — 7 W Fnﬁiﬁx@ﬁﬁ E,L\,\b\ aw T L/tb
BRCA1 23 6118 chr17:41197685-41276123 [jD_j“ }R@Fﬂﬂb.&] %qu‘ygbasg-
BRCA2 26 10777 chr13:32890588-32972917 \ :“L =] H \ °
— N —
CBL 16 3041 chr11:119077118-119170501 j)D—jT'U"(/O)EE(L]E%QEjO
HaloPlex Design CCND1 5 988 chr11:69456072-69466060
Name: Halodemo CDK4 7 1052 chr12:58142298-58145510
Species: H. sapiens (hg19) CSFIR 21 3339 chr5:149433622-149466000
Category: HaloPlex
Target Regions
# Regions: 161
Size: 42.013 kbp
Sequenced Regions
# Amplicons: NA
Size: NA
Price Tier: () NA
Coverage: NA
ucsc View | | Download
Cancel Back Begin Probe Selection

28  G230524-1 2023 F 2 H (HaloPlexh 29 L©T B4 J1E{ES3E]) For Research Use Only. Not for use in diagnostic procedures. Nt




3-4 }\oax_gd)ljj : jﬂ—j\?‘ﬂ\'f\/d)lﬁﬂﬁ‘ 3. 2934 — R =R

e TO-T7HA DN A—FRBTELIS,
oo ot o o e (70— T&IROBIE 1%L T
gress section on the Home page.

When complete, an email will be sent to jD - j‘?ﬂ"f \/%ZQ - héﬁ ig_ o

Additional email addresses

Use semicolon (;) to separate multiple email addresses

JO-J7 Y1 3H2IEE ORI NDET

JO-JF7HA4N5E T9I3L. SureDesign [CEEREINTLBX—)LT7RLAIC,

A=)V TR TOHFSENEFT,

BEUBIDA=IT RUATORZENMERIGE(C(E. CCTA=ITRUAZANDULET,
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30

Help - Select Probes

SureDesign
HaloPlex Select Probes
Define Design
g v Your probe selection job is currently running.
Define Targets
Review Targets ¥ 4
» Select Probes
Finalize
HaloPlex Design
Name: Halodemo
Species: H. sapiens (hg19)
Category: HaloPlex
Target Regions
# Regions: 161
Size: 42.013 kbp
Sequenced Regions
# Amplicons: NA
Size: MNA
Price Tier: () NA
Coverage: NA
UCSC View Download

I Close Design Wizard I

[HaloPlexh A4 LhTH1 ARVETE]

G230524-1 20232 A

For Research Use Only. Not for use in diagnostic procedures.
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JO-J71ONTE T I3E. FEROA-INEFRENIA=I 7 RLRICEEET,

SureDesign: HaloPlex probe selection for design 'Halodemo' succeeded

AS Agilent SureDesign <suredesign_noreply@agilent.com>
° 5B
o
Report.pdf
e | 194 KB
SureDesign: HaloPlex probe selection succeeded TMTLUIN—= N1 O RS
SureDesign has successfully selected probes for the design Halodemo. WEEUIEIC. BE SureDesign (C

OJ4>U T ROATYIEHET .

To complete your design:

* Loginto SureDesign.
+ Find your design in the Designs In Progress list on your home page.

s Click the 'continue’ icon to reopen the design wizard.

Agilent Technologies

Contact support: informatics suppori@agilent.com
Login to SureDesign: www_agilent. com/genomics/suredesign
Learn more about Agilent's high performance tools for genomics: www_agilent com/genomics

31 G230524-1 2023 F 2 H [HaloPlexhZA AT T4 AR E] For Research Use Only. Not for use in diagnostic procedures. e Agilent
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3-5 Reportlc&BIO0—-J 751> DR

Design Name: Halodemo

Design ID: w

Design Category: HaloPlex

Species: H. sapiens (UCSC hg19, GRCh37, February 2009) J—REMERFEDS -4 >H 5
Platform: lllumina BEUTWALaMESRULET .

Read Length: 100 bp

Target Summary
10 Target IDs resolved to 10 targets comprising 161 regions.

Not Found (LR TV Yy M RWCEZMEZUE T,

0 Target IDs were not found. @
Region Size : 42.013 kbp

AT ) ST ) h—4LOTO-TDEES AR, Pricing Tier £HERLET
Total Amplicons: 2732

Total Target Bases Analyzable: 41.34 kbp @&

Total Sequenceable Design Size: 89.42 kbp WIS - AERERLET,
Target Coverage: 98.40 %

Recommended Minimum Sequencing per Sample: 17.88 Mbp

Pricing: Illumina Tier 1 (Target Region Size = 0 - 500 kbp; up to 15K probes).
P/N: G9901B/C .
EQE}\EX_Q%EEEIULJQE?O

Target Parameters o—
Databases: RefSeq, CCDS

Region: Coding Exons

Region Extension: 10 bases from 3' end and 10 bases from 5' end.
Allow Synonyms: No

32 G230524-1 2023 F 2 H [HaloPlexhZA AT T4 AR E] For Research Use Only. Not for use in diagnostic procedures. : Agilent
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JO-J71ONTE T I3E. FEROA-INEFRENIA=I 7 RLRICEEET,

SureDesign: HaloPlex probe selection for design 'Halodemo' succeeded

AS ?E%iﬁlent SureDesign <suredesign_noreply@agilent.com:> - ‘ HaloPlex C1O0THAUCESHBIEDTE
o 70— J#$&A 200,000fETY
ADUIA—5y MEIBICIILTT (> 2N
SureDesign: HaloPlex probe selection failed 270—-J#h* 200,000% 8% 3¢ .

EEDX-INEEFT,

SureDesign was not able to process the probe selection job that you submitted for the design ) o . .
A= MEEZERSU TBET YA U TKE
Reason for failure: Number of amplicons exceeds the limit for the HaloPlex lllumina protocol. Reduce the number AN

of target regions and resubmit the design.

Please contact Agilent technical support for more information.

Agilent Technologies

Contact support: informatics_support@agilent.com
Login to SureDesign: www.agilent.com/genomics/suredesign
Leamn more about Agilent's high performance tools for genomics: www.agilent. com/genomics

33 (230524-1 20232 H [HaloPlexh X9 LT A ARVESE] For Research Use Only. Not for use in diagnostic procedures.



_ NN — 3. RFVH-ROH R
3-5 Reportlc&BI0-J7H1> DR .
iﬁ?ﬁ‘t\ PAlCE(C Design Coverage H'
RN,

AKT2 13 100.00 %

APC 18 98.74 %

BCL3 9 100.00 %

BCR 23 99.04 % 22 1
BRCA1 23 96.62 % 22 1
BRCA2 26 97.95 % 25 1
CBL 16 97.60 % 15 1
CCND1 9 100.00 % 9 0
CDK4 7 99.71 % 7 0
CSF1R 21 99.70 % 21 0
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3-6 J714F34X

SureDesign O (g ot

A Designs Designs

Start Designing

B U X 0OA &

SureSelect DNA  SureSelect RNA SureSelect OneSeq HaloPlex CGH CustomFISH SureGuide
All-in-One
Designs: In Progress =
Halodemo Draft ® l®
HaloPlex HaloPlex Tiling (Complete)

R—LITDTHAAER : EITRIFRDOTHAT
Continue W9>%29UwIUT. IROATY T EHF T,
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36
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HaloPlex Finalize

3. RFUH—RO4H—R

Define Design v You are now ready to finalize this design. After finalizing:
Define Targets v 4
) + The design can no longer be modified.
Review Targets v = A design ID will be assigned.
Select Probes v = Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
» Finalize purchase order.
Target Details
Target ID Interval length  Coverage  #Regions  #Good Coverage
Lik—= "SIV AR DT T HYIICT, TO-I7Y 1> zBHERLET .
/ 4F(C Price Tier (B XETO-THICLOTIIEHENZEDDEY) B
; . | PERUBEHOYA A TOINEID BEIHERIZE,
HaloPlex Design
Name: Halodemo —_ . .
Species: H. sapiens (hg19) Tﬁ{/%ﬁfgwgbtb\iaél\(j: Modify Design %
g
s CDFERIEIETE T BH AL Finalize Design 2ZNTNIUYILET, “
# Regions: 161 77’(7‘7’(Z§_<79t L@Tﬂ{/’lﬁ*&(iv\/l// I\O)@ﬁgm bﬂi?b‘ B/‘R(Lj_g_jé
Size: 42.013 kbp <[5 L
R ETIFEE(FRAEEINER A
# Amplicons: 2732
Size: 89.424 kbp
Price Tier: ()  Tier 1
Coverage: 98.40 %
_UCSC View | | Download
\, J

[HaloPlexh A4 LhTH1 ARVETE]

For Research Use Only. Not for use in diagnostic procedures.

: Agilent




3. A9 - Ry F—R

3-6 J714F54X : A>0—-RUEIPAIICELDTO-T 751> OMER

WA\

=11

7971405 0—- RUTHERRLE T .
Z 074N OFHIIRR—-STERALE T,

Download

Name: Halodemo
Species: H. sapiens (hgt2

04818-1672020712_Report.pdf

?‘-U:"(\/O)/EE ° 77’(#5’(1“ Halodemo_AllTracks.bed

Halodemo_Amplicons.bed

ﬁll] (:?‘-U:\/( \/774) l/%g‘\lj > Halodemo_Covered.bed
[1— I{“G%Qf@‘o Halodemo_Regions.bed

Halodemo_Report.txt
Halodemo_Targets.txt

Download
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<Design ID>_Amplicons.bed <Design ID>_ Covered.bed <Design ID>_ Regions.bed

YA track name="Covered" description="Agilent HaloPlex - Halodemo - ¢

M chr5 112043217 112043665 AM_j500162_000001 1000 - M chr5 112043222 112043662 APC £l chri9 40739768 40739868 AKT2
L chr 112043300 112043433 AM_j500162_000002 1000 + W chr5 112073948 112074319 APC 2 chri9 40740941 40741064 AKT2
E chrs 112043312 112043509 AM_j500162_000003 1000 - chr5 112000396 112090847 APC S chr19 40741159 40741267 AKT2
LW chr5 112043312 112043509 AM_j500162_000004 1000 + O chrs 112101685 112101780 APC {7 chr19 40741786 40742021 AKT2
YAl chr5 112043351 112043590 AM_j500162_000005 1000 + 7 chrs 112101940 112102232 APC Y chri9 40742153 40742302 AKT2
2l chr5 112043360 112043410 AM_j500162_000006 1000 - il chr5 112102669 112102764 APC 0 chr19 40743865 40744008 AKT2

Design (&% N3 Amplicon DAIEEHk%Z Design TH/{—-&n3 &= Input UIZA—5'w
L&KLz bed J7AIL RSO EFERZ LS LI bed Tyl RSO E Bz U bed J7 1)

112043480 112043579 AM_j500162_000012 1000 + 112128033 112128345 APC 14 [e)lgl] 40762822 40762971 AKT2
112043509 112043620 AM_j500162_000013 1000 - 112128360 112128455 APC 10 chr19 40771118 40771184 AKT2
112043531 112043660 AM_j500162_000014 1000 - 112136744 112136839 APC M chrs 112043404 112043589 APC
112043557 112043667 AM_j500162_000015 1000 - 112136873 112137148 APC 17 [sils] 112074087 112074167 APC
112073943 112074096 AM_j500162_000634 1000 - 112137189 112137284 APC 18 [eils] 112090577 112090732 APC
112073949 112074234 AM_j500162_000635 1000 + 112150987 112151125 APC 19 [eils] 112102012 112102117 APC
112073952 112074237 AM_j500162_000636 1000 - 112151155 112151464 APC 20 [sils] 112102875 112103097 APC
112074007 112074125 AM_j500162_000637 1000 + 112154428 112154524 APC vAR chr5 112111315 112111444 APC

chri9 40739768 40739868 AKT2
i chr19 40740941 40741064 AKT2
I chr19 40741159 40741267 AKT2
[ chr19 40741786 40742021 AKT2
chr19 40742153 40742302 AKT2

Amplicon. Covered. Regions. Missed
(FO-JThI\-anihor7—4svh) ©
4|\7‘J’]0)|ﬁ$|§7i'a?8bed I74)

40771118 40771184 AKTZ
112043404 112043589 APC
112074087 112074167 APC
112090577 112090732 APC
112102012 112102117 APC
112102875 112103097 APC
112111315 112111444 APC

38 G230524-1 2023F 2 B [HaloPlexh XA L©hTHA > 3R{EHE] For Research Use Only. Not for use in diagnostic procedures. - Agilent



3-6 74T X : THA O DERIZER 3. 2555 — K-

Target Ftegjnn Target Regions - provided in [Design ID])_Regions.bed
]
s AMiplicons - provided in [Design ID]_Amplicons. bed
I
—— —— eeeee——————— Sequenceable Regions - total size provided in the report files
[ - I

Covered Regions - provided in [Design ID]_Covered.bed

— Missed Regions - provided as a trackin [Design ID]_AlTracks.bed
— —— Analyzable Target Bases - total size provided in the report files
® Target Regions Ay MEIBOAIEEER : [Design ID]_Regions.bed (CEEEINTLET,
® Amplicons ERRCIBIEEIN S 7> NI DOAIEEH : [Design ID]_Regions.bed (CEEEINTWVET,
® Sequenceable Regions Amplicon DAIEE#RE) - REMSETEING. EBRICS—T > AEN 55815
COTEIHDOEETN. Report.pdf J71JLOD "Total Sequenceable Design Size" ERDET,
® Covered Regions Sequenceable RegionDiiifm% 5 bp 9 DHI-fzfEE,

i 5 bp (EHIPREZZRERH T A MO/ A 7 AW B EIREMEN DD, FRAT B BEREIENSIEBRIMNL TVET
[Design ID]_Covered.bed (CEE&(CENTVET,

® Missed Regions AEMTCERVVGELE, : [Design ID]_AllTracks.bed DD My ELTEEEHINTVWET,

® Analyzable Regions Target Region M>%. Covered (CADTL\78E1E,
COTEINDEETN. Report.pdf J71ILOD "Total Target Bases Analyzable" L30T,

39 (G230524-1 20232 H [HaloPlexh X9 LT A ARVESE] For Research Use Only. Not for use in diagnostic procedures.



3-6 J714F54 X : 99>0-RUIEI7AIVNCELZTO-T 5751 > DR,

<Design ID>_ Report.txt

J7AIUF) BEE) B/=ES) FRV) KO wOM U-IKT U ETIW) ALTH)
O~2~WH B sBo~9-0~-opplnEEERIE-@ -
\=| Halodemo_Report.txt

# File. Summary

2| File Type: HaloPlex Design. Report
3| Created By: HaloPlex Standard Design Wizard

imestamp:

9| # Design Summary
0| Design Name: Halodemo

Design 1D:
2| Design Category: HaloPlex
3| Species: H. sapiens (UCSC hg19, GRCh37, February,2009)
4| Platform:_ Tllumina

Read Length: 100 bp

/| # Target Summary

8| 10, Target IDs.resolved to, 10 targets comprising, 161 regions.
9| 0, Target IDs were not found.

0| Region, Size: 42.013 kbp

Design DY YU—-Z5CcEkUIT
TFANT7AI

40 G230524-1 202342 A

(HaloPlexh ZA LT HA AREFE]

<Design ID>_Report.pdf

4 . ATRCR
SureDesign VAl

General Information

-

Design Name: Halodemo

Design ID:

Design Category: HaloPlex

Species: H. sapiens (UCSC hg19, GRCh37, February 2009)
Platform: lllumina

Read Length: 100 bp

Target Summary

10 Target IDs resolved to 10 targets comprising 161 regions.
0 Target IDs were not found.

Region Size : 42.013 kbp

Amplicon Summary

Total Amplicons: 2732

Total Target Bases Analyzable: 41.34 kbp
Total Sequenceable Design Size: 89.42 kbp
Target Coverage: 98.40 %

Design OYYU—-z5E&UIZ PDF J7( )L
A=)V CRIEFIDEDEEUAT

Q. U

For Research Use Only. Not for use in diagnostic procedures.

3. RFVH R4 —R

<Design ID>_ targets.txt

I74JUF) BEE) #®FES) FTon() HEQ 0V U-JUT) 94U F2(W) ALTH)
O-F-~WHI&A Db~~~ |oppnEEEEE-O-
\j Halodemo_Targets.txt *

# File Type: Input Targets File
2| # Timestamp:
3| # User:
4| # Created By: HaloPlex Standard Design Wizard
5| # Species: H. sapiens, (UCSC hg19, GRCh37, February 2009)

=4I Input LTz
/A N OIS




3-6 J717F354X : UCSC Genome Browser ([C&30-JF7H 1> Omikesn 272

El (WA

SureDesign Help - Finalize Design

HaloPlex Finalize
Define Design
g v You are now ready to finalize this design. After finalizing:
Define Targets v 4
Review Targels v + The design can no longer be modified.
= A design ID will be assigned.
Select Probes v = Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
Finalize purchase order.
UCSC Genome Browser on Human (GRCh37/hg19)
move| <<< << < > >> >>>|zoomin|15x 3x 10x base|zoomout| 15x 3x 10x 100x |
i I Jw — —
[UCSC VIeW] %_:7 JU’]g_ét\ | multi-region | chr19:40,739,768-40,771,184 31,417 bp. |gene; chromosome range, search terms, help pages, see example|| go | examples
- g e oY
UCSC Genome Browser (c. THA>0 o o2 .
o R f— - * A0 ~w
RBENRRENEDIIR-INFHEET — o —
f 1
o chrio: | 40,745,000| 40,750,000/ 40,755,000/ 40,760,000 40,765,000| 40,770,000/
) Agilent HaloPlex - Halodemo - Target regions of interest given as input to probe selection
HaloPlex Design _ Target Regions I “ Il l I I I l I l I
Agilent HaloPlex - Halodemo - Genomic regions expected to be amplified
Name: Halodemo L Coered] I H N 1 [ ] | I
Species: H. sapiens (hg19) Miceed Agilent HaloPlex - Halodemo - Target regions of interest that will not be amplified
- o iss
Category: HaloPlex Agilent HaloPlex - Halodemo Amplicons
Target Regions hoown R 7 ' -] )
1 Wl Al | | [ a an | | [ <]
# Regions: 161 P e R P o 8 H
- Cod P i
Size: 42.013 kbp T | | | |
Sequenced Regicns HH ! I :
[ ] ] 1
# Amplicons: 2732 o - !
Size: B80.424 kbp | Reference Assembly Fix Patch Sequence Alignments
Price Tier @ Yier 1 . Reference Assembly Alternate Haplotype Sequence Alignments
' ' ; UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
Coverage: 9940 % AKT;._\&- ] i S U —j
UCSC View || Download Aed e i

41 [HaloPlexh A4 LhTH1 ARVETE]
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3-6 J714F34X

SureDesign Help - Design Complete
SureSelect DNA Finalize
z?ne -I?esign v You are now ready to finalize this design. After finalizing:
ine Targets o
Review Targets @ « The design can no longer be modified.
« A design ID will be assigned.
EE LIRS v « Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
Select Probes ) purchase order.
» Finalize
Target Details 0 g mm —a p _ YN -5
f;f:' - Lik— "B LU AR DOT A BINCTTIO-I 71 = BiERLET .
ARHGAPS Mg oRERE) (A X (L& TgHHIZENDET) (3.
FREUATEHF DY A X TUVBNEIH . I BHEERZE,
CASK
COLZ7AT il B NN Z
S ABEEEUVESRIFH OEE] %,

S:'mfm DNA ”“Z"—‘“ ELL CNFFREETEITDHEE [THA2DOT71F54 X120 ILET,
Spagcl;s: ansgznnz (hg19) FPARS I7AFTIARTRE. COTHA VBRI TS MORLGEERGESNF I,
Category: SureSelect DNA GART MR H_ <[+ 85U 4 Ly
Hybri:izgtiaru: 90 Minutes ILTRL1 ?é ’T\(L7|- 9 a_éaE_C(I (iﬁﬁt éﬂit"/uo

Target Regions L23R X ) )
fRegons: 26 KRTAPS-7 X ZDEHENEARERERDE T, SEBE0N,

F":(Ii;s - ? NEXZ2-6 o | WA e T el 3l ToO Z Z
£ Probes: 1455 OC1ADT chr4:48833529-48862789 | 972 97.74 10
Size: 46.731 kbp
Price Tier:(7)  Tier 1
Coverage: 98.89 %

LICSC View Download

42  G230524-1 2023 F 2 B [HaloPlexh X9 LT A ARVESE]) For Research Use Only. Not for use in diagnostic procedures.



3-6 J714F34X

43

3. RFUH—RO4H—R

SureDesign Help - Design Complete
SureSelect DNA Finalize
z?ne -I?esign v You are now ready to finalize this design. After finalizing:
ine Targets o
Review Targets @ « The design can no longer be modified.
« A design ID will be assigned.
EE LIRS v « Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
Select Probes ) purchase order.
» Finalize
Target Details 0 g mm —a p _ YN -5
f;f:' - Lih— MLV ESER DT T, > UIIICTIO-J7 Y1 > = BiERLET .
ARHGAPS Mg oRERE) (A X (L& TgHHIZENDET) (3.
FREUATEHF DY A X TUVBNEIH . I BHEERZE,
CASK
COLZ7AT il B NN Z
S ABEEEUVESRIFH OEE] %,

S:'mfm DNA ”“Z“-‘“ ELL CNFFREETEITDHEE [THA2DOT71F54 X120 ILET,
Spagcl;s: ansgznnz (hg19) FPARS I7AFTIARTRE. COTHA VBRI TS MORLGEERGESNF I,
Category: SureSelect DNA GART MR H_ <[+ 85U 4 Ly
Hybri:izgtiaru: 90 Minutes ILTRL1 ?é ’T\(L7|- 9 a_éaE_C(I (iﬁﬁt éﬂit"/uo

Target Regions L23R X ) )

# Regions: 33673 . KRTAPS-7 X COBENERIRMERERDE T, SFEELTEN,

F":(Ii;s - ? NEXZ2-6 o | WA e T el 3l ToO Z Z
£ Probes: 1455 OC1ADT chr4:48833529-48862789 | 972 97.74 10
Size: 46.731 kbp
Price Tier:(7)  Tier 1

Coverage:

G230524-1 20232 A

98.89%
LUICSC View Download

[HaloPlexh X9 LT A ARVESE]) For Research Use Only. Not for use in diagnostic procedures.



3. RFUH—RO4H—R

3-6 J714F34 X
FTHAINI7AFIAAETNTCEZBENSEIT I BTN TUVAA=I T RURFEIOEESNE T,

SureDesign: Design finalized
AS Agilent SureDesign <suredesign_noreply@agilent.com> CDA=JUTFA T OIEHRNEEE SN TUVET,
o - Application %

- THA H

SureDesign: HaloPlex design finalized - Design ID
- HEY)iE

Your HaloPlex design Halodemo has been finalized, esign files have been transferred to Agilent's manufacturing fz - Finalize UIcH

The design will not be manufactur Il you place an order.

Design Details

Application: HaloPlex

Design Name: Halodemo

Design 1D:

Species: H. sapiens (UCS5C hg19, GRCh37, February 2009)
Category: HaloPlex

Finalization Date:

2.2 Agilent Technologies

Contact support: informatics support@agilent.com
Login to SureDesign: www.agilent. com/genomics/suredesign
Learn more about Agilent's high performance tools for genomics: www _agilent com/genomics

44  G230524-1 20232 B [HaloPlexhZAA L©THA e H3E]) For Research Use Only. Not for use in diagnostic procedures. Ky Agilent




3-6 J7AMFTI14 R : THA> DR

SureDesign

3. RFUH—RO4H—R

Help - Design Complete

HaloPlex Design Complete

Your HaloPlex design is now complete.

Name: Halodemo
Design ID: 04818-1672020712
Species: H. sapiens (UCSC hg19, GRCh37, February 2009)
#Target Regions: 161

Total Target Regéons 42013 kbp

# Amplicons: 2732

Total sequenced
regions size:

Price Tier: (7) Tier 1
Coverage: 98.40 %

80.424 kbp

workgroup folder.

_Mark as Favorite _UCSC View |

Your design has been saved in the

COTHA )‘C%‘E?éfcwd)ﬁﬁ%’&
KFEI BiH5E. CO[Order)Z2UwILFET,

I7AFSAAUET A > 2R UE T,

FTHA R[S0 0—- RIARIOHNSES
TEFI, CCTHYIOO-RTEBZ TP
BIATY I TAD>O0—- RUIEI7A)IVERIUA
BICRDET,

[Bx (L)\D(ZE’R"E?ZDI/‘I"\‘@)’EW@&:
IN=DLATDIFTHA AR © BRIFAVER
LIZB0-Hx (JKDHF%J&%K&TLE@“

Exit Design Wizard

45  G230524-1 2023 &2 B [HaloPlexh A4 LhTH1 ARVETE]
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3-7 THAY-EX

A=y T BTV LATEEBOUA N BTENMDU T, HaloPlex DT YA >Z2iT79257 010 —-EX () tIH
2L TVET,

TFEEOLOIBEMBEMFRENVEIRERREL, FOTHIAEIEEV,

( . )
- JBILF(CEDT. Coding Exon M+ UTR ®DRRE, EFE2ZELRL
- Synonym ZBRVWCEZETUIZL

| -Non coding RNA HERETICEDHIEL )

A=Y MBI TS LARIBOUAN (RR-JERESIR) 2AEVEEEEL T BEERSH TICBHVEDEZE,

46
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3-7 THAY-EX : BFEBVIKRATO

oTHA DEIE
- T3YRIA—=L : Hlumina OHFFIELTVNET,
J—REE : 100 bp. 150 bp. 250 bp DWLWITNHZIEIRL TSV EEOS - >3 20— REERDET,

e 54—y MAIEDEER : EEFUAMIZS
- Bz FURS
Gene Symbol ¥/Z(& Gene ID FJzl& Accession Number DUARNTY,
Synonym %k 21z8(C(E. Gene ID TIREVWIXONREHERETI,

- BT HIR-ZAMER 1 FEEMS1DLL E#EIRU TZE W,

RefSeq. Ensembl. CCDS. Gencode. VEGA. SNP. CytoBand  *patabases Regions of Interest
o . 'v| RefSeq (® Coding Exons
e 7‘} |\1JEi_JZ0) ﬁ: : TEED\bljﬁ}Rb((kéb% [¢] Ensembl (C) Coding Exons + UTRs 5'UTR 3'UTR
Coding Exons ) — /] ccps (7) Entire Transcribed Region
Coding Exons + UTRs : 3. 5 ZNENIEENAIEETT. 7] Gencode

Include Flanking Bases:

Entire Transcribed Region : 4> hO>1AH

[ VEGA
3':[10 |- bp5:(10 | » | bp
_ [¢] SNP
-Flanking Base [¢/] CytoBand [ ] Allow Synonyms

0. 10. 25. 50 bp DL\INHEEIRL TZE W,

47 G230524-1 2023 &2 A [HaloPlexhZA AT T4 AR E] For Research Use Only. Not for use in diagnostic procedures. -Z} Agilent



3-7 THAY-EX : BFEBVIKATQ

e -4y hRiZDIRER : ¥/ AMUBERERDIES

TEE A F2ld B OLWINHDIA—IY RDUR Ml FHELIZELY,
TA=XY DS, IBEOEZ A HNHIMENE T, TA—VYIERDE, BERIUERALEE 1 bp INHELFIDTTERLZE0N,

A : Browser format
PREAORHYIDIEEZ1TEB 1LLT, MBEOIEEFTLVIIEFEAETI ., (one-based, closed)

HITFIFAR—ZATXY>THEIEC ID ZDFRENTEFT, LKDONDTEIEKCEL ID 22332 EHRIEETT,

TFEETA—NYNIHEL), 14T7(C1 interval SR&ULF T,
chrl8:48573407-48573675 MyGenel
chrl8:48575046-48575240 MyGenel

B : Bed format
LEARORYIDIEEZI0EB IEL TRV, #DDDOINS 23>z 1D0ROESTIETELF I, (zero-based, half open)
HTEIFAR—-IT XG> TAEEDHSACTEED ID ZANFTDIENTEET , LKODDIEEICEU ID ZDF3EERIEET Y,

TEETA—NYNIHEL) 14T7(C1 interval SE&ULFT
chrl8 48573406 48573675 MyGene?2
chrl8 48575045 48575240 MyGene?2

Agilent

For Research Use Only. Not for use in diagnostic procedures.

[HaloPlexhAA L©THA ARVEF5E]
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4 HRALTHA>DA-H— (RIEMKFE)

CNLARDRECOZTELTUL BBATTEOERETESEIZE0,

SureDesign HAGZEERNY A MNAIB AT IE]
http://www.chem-agilent.com/contents.php?id=1002474

50 G230524-1 2023 F 2 H [HaloPlexhZA AT T4 AR E] For Research Use Only. Not for use in diagnostic procedures. -Z} Agilent


http://www.chem-agilent.com/contents.php?id=1002474

A—4— (RIEHGE)

1) BREEmEIGEDICE. 3DO5ENDNET, TiLHE AL B. C OLWINHTRBERMEICADET,

# 1QIYTL RCYIVI IS, 11Ul

Total Target Regions
Size 42.013kbp

# Amplicons: 2732 ﬁ% A ; E-IIIIE@%}ELgEED\BiEEjéi%/D_\

Total sequenced

regions size. 542410P [Order]R5>%= )y IULET .

Price Tier: (7) Tier 1
Coverage: 98.40 %

Your design has been saved in the workgroup folder.

_Order || Mark as Favorite | | Download | | UCSC View

e, B 5iE B ; R—LATDITHAAER : RIEVERRUIZED - BRUCA
, , weee D] DEPNSEZH T BT HAD Order NI>Z2IIVILET
Designs: Recent and Favorites

Designs: In Progress = Designs: Recent and Favorites

Draft x

SureDesign Avome [ Q7

Q. |ess - BEC; TYRRITOINATHA2]9T (BRI

Creation Date [ Aglent Catalog | My Designs | Collaborations | Published ‘] . i D Dwn | Gad | -Q {:I rd Er o D - :/3 >] gj‘b {} \oj‘IJ\\J\\/l |<] 97‘) 0) q:l O)Ey( % 3-5 ;\-U:"( >0)
0 v o . (792388183 Order NI = IIWILET,

Design ID Name Species Category Creation Date ~ Stock Status

T L S N MM T T

51  G230524-1 2023 € 2 B (HaloPlexh 29 LT P4 2 18{E K]
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2) RIEABZEELTT,

SureDesign Help - Order

HaloPlex Order Workareuahiama

Design Name: o ;3';&2 . /EK?%T-U-’f/O):‘F“J h@'ﬂzli?&%u Ebi@
e ﬂh (HIZ(E 96 reaction RIGDFHEFEZ 2 LYy MEDIZE. C2E 2 ZANULET )
* Quantity. | 1 : ® BEhtFvhb :
Sequencing Platform:  lllumina b'fﬁb\d)gﬁ'fb:‘:y hb\@éi&% (i)cj:RLjig_o
Automation Kit: [_] You are cif

./ O TIHAX . YD 1 FYRSHIEDDH > TINE = EIRUE T,
sample size: [48 E eagied T 48 LlE, —TBEBOTHA V% 48 *J‘/7°JI/(Dﬁﬂﬁkbctﬂ“%x_t’i,uﬂﬁkbia“o
Design Part Number: G9901C purchase (BIZ (L 48 reaction DFEZ 2 TYNEATIIHE.

registered
’ o Sample Size (& 48 Z:&EIRU. Quantity Z 2 EANDULET)

To chec -

will be transferred to the Agilent

Genomics page. You must be logged in to
Note: HaloPlex designs are not compatible with HaloPlexHS. Please re- see your discounted prices.
design this library as a HaloPlex™® library if you wish to upgrade your
platform.

Add to Cart Request a Quote Cancel

G230524-1 2023 %2 H [HaloPlexh X9 LT A ARVESE] For Research Use Only. Not for use in diagnostic procedures.




3) [REOMIBIRS %I ILET,

HaloPlex Order Workaroun Name * {jJ - F(CE}JD] / ‘\‘9\/(1 E ZIS_C\ (JZ\EFIJJEH (/\7:: F:‘Uit’/uo

Design Name:
Monmnanv Name
Design ID: 04818-1672020712

* Quantity: | 1 Company Number
Sequencing Platform: Illumina

Automation Kit: [] You are currently logged into SureDesign.

SureDesign shares a shopping cart with
the Agilent Genomics website. To

. . purchase online, you also need to be
Design Part Number: G9901C s Bt b =)

Sample size: |48 v

To check-out, click the cart icon, and you

will be transferred to the Agilent

Genomics page. You must be loggedin to
Note: HaloPlex designs are not compatible with HaloPlex™'S, Please re- see your discounted prices.

design this library as a HaloPlex"® library if you wish to upgrade your
platform.

Add to Cart I Request a Quote I Cancel

Request quote successiul © 4) (REOEENT T UELR])ORYIZNRRENET DT
Q Thank You. Your request quote is submitted. You will receive {%bé] ] \9\/_(%[‘/((733(/\0

email which re-confirm this quote request. An Agilent sales
representative will soon contact you.

Close

G230524-1 20232 H [HaloPlexh Z9 LT YA ARERE] For Research Use Only. Not for use in diagnostic procedures.




SureDesign: Request for quote

5) RIEHERKMXESINLEE. X-ILHRIBLFT,

We have received your request-for-quote for the following HaloPlex kit:

Design Details

Design ID: = & s ZM A ; Agilent SureDesign [suredesign_noreply@agilent.com]
Design Mame: — -t

Species: H. sapiens A4 ML ; SureDesign: Request for quote for HaloPlex kit received
Kit Details e . ) -
Sequencing Platform: llumina AT ; T VBRIV RBEDIRIE CEREV VRS

# Samples: 48

Quantity: 1

Design Part Number. G3301C

6) 7L hDIBEEZESUIEDIRVIRFEENS
- RIEEFEDIER — FIN
9 * FFDOFROFEFIA(IRIIRZCSZE 220N,
N6 ~8AMTY,

G230524-1 2023 %2 H [HaloPlexh X9 LT A ARVESE] For Research Use Only. Not for use in diagnostic procedures.



BEIVENDEE

® SureDesign (CEHI3Hh—hBBEIVEDERE

TEL: 0120-477-111
E-mail : email japan@aqilent.com
BEsE - A— )L - - H - H -5/1%FR<. 9:00~12:00 LU 13:00~17:00

X [SureDesign (CBE9DER] ] EBARIZE0N,
X A%, FNEAF DB R (F. HEEZE(CTEETIE,

55 G230524-1 20232 B [HaloPlexh X9 LT A ARVESE] For Research Use Only. Not for use in diagnostic procedures.
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mailto:email_japan@agilent.com

Agilent

Trusted Answers
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