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1. Choose Wizard
(O Standard

The standard wizard takes you through the steps of creating a design. You simply define the target regions, set the probe selection parameters, and then submit the probe selection job to SureDesign.

The advanced wizard allows you to create a design composed of multiple probegroups. You can select new probes for defined target regions; or you can include probegroups that already exist in your account.

2. Choose Design or Probegroup

Create Design

A design is a set of one or more probegroups that is manufactured as a single library for use in a SureSelect DNA or HaloPlex protocol.

(O) Create Probegroup

A probegroup is a set of probes that were selected as part of the same probe selection job. Probegroups cannot be manufactured without including them in a design.
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Finalize

HaloPlex Design

Name: HaloPlexdemo

Species: H. sapiens (hg19)

Category HaloPlex
Target Regions

# Regions: NA

Size: NA
Sequenced Regions

# Amplicons: NA
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PriceTier: () NA

Coverage: NA

UCSC View BAM

Download

Cancel Back Next
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EN3mEhenEd .

- Tierl : 1 - 500 Kbp (15,000 JO-J XK@ THDIL)

- Tierl Plus: 1-500 Kbp (15,000 - 20,000 JO—=J THBDIE) 3% : Tierl Plus DH7IUIE HaloPlex DFHTT
- Tier2: 0.501 - 2.599 Mbp (2,000,000 JO-JKmTHBL)

- Tier3: 2.6 - 5.0 Mbp (2,000,000 JO-JEKHETHDE)

XlI=l \@

HaloPlex HS D34 J3UR{ERR I DI5E . FvTFrENnad DNA DFOZERME% _EIF3128(C. “FFPE Y J)IC&iE(L
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BEDHAILTHA>TlE. 100 bp L ED FFPE A>3 %zERAI %L, LOEVWZDT
RV U THRRANLYEHIESN ——— l D> h$ 58I THoTH. 50 - 100 bp D

235 E. 50 - 100 bp OFEW\F7> TV %VE BOWZ N HEENDZLICRDFT,
370-J@THAUICEHFEA. — -

v' gDNA OlHEF I Fr937 00— ZEMN DNA TARGET FRAGMENT

EEDHAILTHA>TIE. 5 DNA ODESBHD Strand U Fv TFv
UEE A

FFPE A>3 Tla&DhI\Ly>% EiF318. £z FFPE QUE(CL2 H Al
Strand O Artifact ZBRr<fz&. EUSEIEDOS ) /A DNA ZgHEEF v TFv
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Sense
Strand
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Strand
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mEOD$J||ﬁ_C(i BRTER, FFPEATS 3> OEAC IO DFEMHOREEDEEZITOTT 1>
ZERk 3 53%

JO-J57HANIHZIEEDEENHNDET
Notification NI N
JO-J5751>h 5 T 9%, SureDesign(CE

SureDesign will now begin selecting probes. FRENTUBA=ITRLRIC, X=ILTFTETDH
You can monitor the probe selection job from the "Designs: In I e EREE R

Progress’ section on the Home page. 5LRIDOA—)JLT FDX_@U)“EA{ED\‘LZ‘EH%E\[
when complete, an email will be sent to (. CCTA=ITRLAZADULET,

Additional email addresses:

Use semicolon (;) to separate multiple email addresses

13. [OK]ZDOUYILTCOI4> ROZEAUET,

OK

PABFDVEZ(E p.39 Step4 AXTOYDEN / R ZZ& T a0\,
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[] || 00100-1358263563 ClearSeq Arrhythmia ILM H. sapiens (hg19) 15-Jan-2013 Agilent Technologies
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[] || 00100-1358243073 ClearSeq Noonan Syndrome ILM | H. sapiens (hg19) 15-Jan-2013 Agilent Technologies
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[] | 00100-1358242818 ClearSeq Chromosome-X ILM | H. sapiens (hg19) 15-Jan-2013 Agilent Technologies
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HaloPlex Design E‘ 00100-1358243073 ClearSeq Noonan Syndrome ILM| H. sapiens (hg19) 15-Jan-2013 Agilent Technologies
Name: HaloPexdemo
Species: H. sapiens (hg19)
Category: HaloPlex
Target Regions
# Regions: " .
éiS::CJIOﬂS. igjsgg - Total: 6 Selected: 1 Page1 - Rows 50| »

Sequenced Regions
# Amplicons: 2227

Size: 118.754 kbp
Price Tier: () Tier1
Coverage: 90.24 %

UCSC View BAM
Selected Designs:| 00100-1357814080 3¢
Download

Cancel Back Next

32  G230524-1 2023 £F 2 B [HaloPlexhAILTHA ARIESE (FRIVARAT3a>) ] For Research Use Only. Not for use in diagnostic procedures. ':-Agilent




2. YERR 5% : Step3-Method?2

BIFEOTHAICESENTVSTO-Th5, £TO. BILIEEAS o JO0-J%=mB U THRLLT YA
SHEVER S BIGE

HaloPlex Exome 50— J %9255

SureDesign Help - Select probes for specific genes or regions

HaloPlex (Advanced) Select Existing Probes Select probes for specific genes or regions [#%E@E{ ~F ¥ t(i.ﬁﬁiﬁk}fﬁ @jl:l — j\%i’_\}R] @E T

AVYR 2

Define Design vy rTargeTs h (j:\ Q_b‘-“y ht?éiﬁ{f?% %ljj bia_o
v |z | —— BIRUIVI—4y MEATIE B 50081 EDigald
Tile Genes or Regions “ N
» Select Existing :mheg Example T\yjlj - |\lJ(\ [/K/\] %glj‘yabia_o
Finalize
KEBR
EDIBIEDTHA> INsz2EATLHDIEERI Design (C
BHEIRIRDEFBAD TRV, HENMU p. 7D
(GHilIEHR] (F—D—-RIDOIEBRICA DL TLIZZEL,
HaloPlex Design
Name: HaloPexdemo
Species H. sapiens (hg19)
Category: HaloPlex & y A Clear
Target Regions * Databases Regions of Interest
# Regions: 201 RefSeq (® Coding Exons
sire: 40.530 kbp Ensembl O Coding Exons + UTRs 5UTR[V 3 UTR
Sequenced Reglons cCos () Entire Transcribed Region
# Amplicons: 2227
Size: 118.754 kbp Gencode Include Flanking Bases:
Price Tier: (7)) Tier 1 VEGA 3:[10 |' bp5:[10 | = | bp
Coverage: 99.24% SNP
UCSC View BAM CytoBand |:| Allow Synonyms

Download

Cancel Back Next

33  G230524-1 2023 £E 2 B [HaloPlexhAILTHA ARIESE (FRIVARATSa>) ] For Research Use Only. Not for use in diagnostic procedures. 5.4 Agilent




2. YERR 5% : Step3-Method?2

BIFEOTHAICESENTVSTO-Th5, £TO. BILIEEAS o JO0-J%=mB U THRLLT YA
SHEVER S BIGE

HaloPlex Exome 50— J %9255

SureDesign Help - Select probes for specific genes or regions

HaloPlex (Advanced) Select Existing Probes Select probes for specific genes or regions [/9_7\\} |\'|j'7U] @E“Cb‘—?bﬁ:’i—ﬁ"y NJ‘%’DD‘D_C
Define Design [V 4 M%Zt’&ﬁﬁgﬂbi?o
'

. Probegroup Name HaloPexdemo_1
Add/Review Content

Tile Genes or Regions Target Summary

» Select Existing Probes « 40 Target IDs resolved to 40 targets comprising 777 regions. Z@Eﬁﬂ%?(ig—b"‘\y h%%?‘—g/‘\‘—x_@*ﬁ%btb\iq

+ 0 Target IDs were not found.

AVYR 2

Finalize V=AM » J— —y _j =
N CCTA=SYM RO TETDTH1 o TO0-T
Target Details \‘ \ |=AN 70 _j\ S
View targets in UCSC h = iﬂ&b\iﬁ / (i O (i@ﬁéﬂiﬁ/\/o
Target ID #Regions  Base Pairs Position
ACTAT 6 1254 chr1:229567236-229568872 -
AMPD1 16 2663 chr1:115215725-115238201
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SureDesign Help - Select probes by Amplicon ID

AVYR 2

HaloPlex (Advanced) Select Existing Probes Select probes by Amplicon ID ﬁt@éﬂ%ﬁ?ﬂ"f\/ik(l’jﬂ—7\’7\\)1/—700)\
Defe Design v *Ampiconis [design ID]_Amplicons.bed J74)L&459>0—RU.
Add/Review Content L' ! _ Upload | ) )le j\/l D%Hy'?%b ig_o

Tile Genes or Regions
o Example
» Select Existing Probes
Finalize

WHERT>TUIY ID ZIREHL. BECIE - &R-2X
Ng2h. 7> ID H'500fE% 8% 215EF TR
~ [design ID]_Amplicons.bed 771 LD N7 ILELTPyIO—-RUET,

A | B | © |
browser position chr1:13250-13615

el chr1 13324 13511 AM_1357814080_000000 1000 +
chr1 13324 13511 AM_1357814080_000001 1000 +
Gl chr1 69561 69613 AM_1357814080_000002 1000 +
M chrl 69563 69686 AM_1357814080_000003 1000 + o
‘ _ X ” ” —_
HaloPlex Design chr1 324494 324781 AM_1357814080_000004 1000 - P) ’ Uj> ID . AM “Déié l _gfatl D
Name: HaloPlexdemo W chri 324773 324902|AM_1357814080_000005 | (oo —
- ! EM chr1 664780 664841 AM_1357814080_000006 1000 -
Species H. sapiens (hg19) chr 721150 721471|AM_1357814080_000007 1000 -
Category: HaloPlex el chr1 721150 721471 AM_1357814080_000008 1000 -
3 chr1 721159 721471 AM_1357814080_000009 1000 -
Target Regions TEN chri 721150 721471 AM_1357814080_000010 1000 -
R 78 chr1 721350 721503 AM_1357814080_000011 1000 -
# Regions: NA 5l chr1 721361  721474/AM_1357814080_000012 1000 -
Size: NA Il chri 721361 721474/ AM_1357814080_000013 1000 -
) 17 [Eoe) 721361 721474/ AM_1357814080_000014 1000 -
Sequenced Regions N chri 721361 721474 AM_1357814080_000015 1000 -
B EN chr1 721404 721604 AM_1357814080_000016 1000 -
# Amplicons: NA Tl chr1 721522 721745 AM_1357814080_000017 1000 -
Size: NA 21 [t 721522 721745 AM_1357814080_000018 1000 -
priceTier: ) NA 2 [e 721604  721674/AM 1357814080 000019 1000 -
Coverage: NA
UCSCView | BAM Clear
Download

Cancel Back Next
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BIFEOTHAICESENTVSTO-Th5, £TO. BILIEEAS o JO0-J%=mB U THRLLT YA

XIVE 2 R

SureDesign Help - Select probes by Amplicon ID N . o
[(7yT0—-R1ZIUWITTBE - YRITAIVEIEETD
HaloPlex (Advanced) Select Existing Probes Select probes by Amplicon ID - |j’(> |Q|jb\‘ll:|:ll asg-o
Define Design « *AmpliconiDs: ..'__7_.. [%ﬂ\@] %OU\\JOL/_C'VEEELIE;:FZ |\77’{}L%¢EEL/\
AddeeT\riili\c\(;::zez:Regions 4 Upload BRRELTTI aag {7‘\]70['_ |<] %OUWOLJ\ {;k/\] %OU\yGL/aEg_o
» Select Existing Probes Exgmjf

*
.
*

Finalize .

"taaa,,
Taa,
.
ay
"agy
"ay
.
nag
.
. ---.....
"agy
"ay
Taa,
e
"ag,
"agy
Taa,
Tay,
Taa,

7> IAVIDE YT~ K5 380

a TFEANTTAILI ™ Upload Amplicon IDs [}
AM_1357814080_000000 *e

HaloPlex Design

AM_1357814080_000001
AM_1357814080_000002
AM_1357814080_000003

Name: HaloPlexdemo AM_1357814080_000004
Species: H. sapiens (hg19) AM_1357814080_000005
Category: HaloPlex — —

Target Regions AM_ 1357814080 000006
# Regions: NA AM_1357814080_000007
Size: NA

Sequenced Regions

AM_1357814080_000008
AM_1357814080_000009

’ . Select File: Browse

Upload

Cancel

7>V ID 27vJO—- R385, LTS

s N AM_1357814080_000010 7>7Y2> 1D 12%EHMUILITXIDTF K
PoeTien @ NA T7ANEAERRULE T s NI EAETY

UCSC View BAM Clear

Download

Cancel Back

Next
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BIFEOTHAICESENTVSTO-Th5, £TO. BILIEEAS o JO0-J%=mB U THRLLT YA

XIVE 2 R

SureDesign Help - Select probes by Amplicon ID

HaloPlex (Advanced) Select Existing Probes Select probes by Amplicon ID jl:l - j\g‘\) l/_jgl %EEE:}L‘?\\ %\E(Cmof%ﬁﬁb \ Ajj é
niz7>7U1> ID OEREHERLET,

Define Design v 4
i * Probegroup Name: |HaloPlexdemo_1
Add/Review Content
Tile Genes or Regions Target Summary
» Select Existing Probes + 11 Amplicon IDs entered.
Finalize

HaloPlex Design

Name: HaloPlexdemo

Species: H. sapiens (hg19)

Category: HaloPlex
Target Regions

# Regions: NA

Size: NA
Sequenced Regions

# Amplicons: NA

Size: NA

Price Tier:(7)  NA

Coverage: NA

UCSC View BAM

' Download y

Cancel Back Begin Probe Selection
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VAR T % E

BIFEOTHAICESENTVSTO-Th5, £TO. BILIEEAS o JO0-J%=mB U THRLLT YA

(TO-T#IROFEIR) 2y ILET .

Cancel Back

Motification

SureDesign will now begin selecting probes.
You can monitor the probe selection job from the "Designs: In
Progress’ section on the Home page.

When complete, an email will be sent to

Additional email addresses:

Begin Probe Selection

Use semicolon (;) to separate multiple email addresses

OK

TO-J7HA (302 IZE DR EIHINDFT,

J0-J57Y1 N8 T 9%, SureDesignlcE
RSN TLBX=ILTRLAIC, X=IL TR TOH

H5ENEEET,

EUBIDX=)LT7 RUATORZENMLERIZEI(C
(E. CCTAX=NWTRLRAZADUFT

6. [OK]Z7UyILTZDD1>RI%ZEAUFT,

PABFDVEZ(E p.39 Step4 AXTOYDEN / R ZZ& T a0\,
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Step4 1> YDIENN | HEEE
1. TO-TEREEOXvE—STIOKIZIUIURAS, (127> Y DR BErERaNET,

SureDesign Help - Add/Review Content

HaloPlex (Advanced) Add/Review Content
Define Design " Select Content Addition Method
* Add/Review Content () Design new probes by tiling genes or regions
Tile Genes or Regions (@ Select probes from an existing Design or Probegroup
sele Bl = Select probes by Amplicon ID A4
Finalize
- O— -
() Finalize this design
Probegroup Summary ~~
Name - #Targets  Target Size _#Amplicons  Actions -
HaloPlexdemo_1 Processing
HaloPlex Design
Name: HaloPlexdemo
Species: H. sapiens (hg19)
Category: HaloPlex
Target Regions
# Regions: NA
Size: NA
Sequenced Regions
# Amplicons: NA
Size: NA
PriceTier:(7)  NA
Coverage: NA
UCSC View BAM
Download v
Close Design Wizard Back Next
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N /SN A = 2. YERR T35 ¢ Step4

Step4 I>7YDIENN | HEEE p

2. &B(CTO-TIN—-TDENELZWEE(E. Step3 (CR>TEYIRIDTOVIBINAVY RZEIRL, JO—-TERZmnE
RREIEGEDIRUE T,

SureDesign Help - Add/Review Content

HaloPlex (Advanced) Add/Review Content
Define Design v Select Content Addition Method
* Add/Review Content () Design new probes by tiling genes or regions
Tile Genes or Regions (® Select probes from an existing Design or Probegroup
spElEl T eI Select probes by Amplicon ID hd
Finalize
- O' -
() Finalize this design
Probegroup Summa ~
group ry =
Name #Targets  Target Size #Amplicons  Actions E
HaloPlexdemo_1 7 910 bp 11 Remove | Modify
HaloPlex Design
Name: HaloPlexdemo
Species: H. sapiens (hg19)
Category: HaloPlex
Target Regions
# Regions: 7
Size: 910 bp
Sequenced Regions
# Amplicons: 11
Size: 1.072 kbp
Price Tier: () Tier 1
Coverage: 69.56 %
' UCSC View J & BAM y
_ Download v
Close Design Wizard Back Next
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Step4 127 YDIENN | HEER
3. EREMETURS., BEAIKICERREINDT A AEROUYVZHETBLE T,
COMMTS - ORARRERTLET.

L
HaloPlex (Advanced) Add/Review Content

v' HaloPlex 751>

::::: D,esrgg = v Select Content Addition Method % ﬁll] : ?'U:"(\/%
. EVIEW LOMED (@ Design new probes by tiling genes or regions . B A
Tile Genes or Regions () Select probes from an existing Design or Probegroup EE“T%—*E . Ha|OP|eX @iﬁ /- t |\0)5’7-
Select Existing Probes Select all probes 4 g —7“} I\ﬁm
Finalize

RIEEN : ATV NEUTANSNIEIZOREE
BA4X 0 H-SYMEBONFILYA(X
v Jo-7

-0r-

(O) Finalize this design

e | | | & 7IVIAVE TV OHEE
Name _  Target Size #Amplicons  Actions | « I W= D=
HaloPlexdemes 65 8.743 kbp 985 Remove | Modify () /jjjjyyb Eﬂ{E?ZLZ%t\

Ha demo_1 7 910 bp 11 Remove | Modify 4@*%%73\‘2“0356-0 )
HaloPlex Design -U-/(Z“ . :/ - 7)13“5%&@2@ |\_ 9) I/'U"f7\“
ASORE :  VERENZNAI LT HA SOk

H. sapiens (hg19)

Category: HaloPlex
Target Regions lllumina Price Tiers:
# Regions: 72
Size: 9.653 kbp s Tier1:1-500kbp
oS s « Tier 1 Plus: 1-500 kbp
F AMpHICoNSs! .
Size: 34.674 kbp o Tier2:0.501 - 2.599 Mbp
Price Tier: () Tier 1 e Tier3:2.6-50Mb
Coverage: 97.12% T ‘ P
_ UCSC View | BAM Note:
Download T Tier 1 designs must contain up to 15K amplicons.
- Tier 1 Plus designs must contain 15K to 20K amplicons.
Close Design Wizard Back Next
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2. YER%733E : Stepd

Step4 7 YDIENN | HERR
4. (992 0—RIRGS DTS BE . FHA L RUBLITO- TN — T DERES AL TP AN 0 RTEET,

Report.txt TEA—TY DALY ZhEZBUE T,

Download Help - Download &

Name: HaloPlexdemo
Species: H. sapiens (hg19)

Please select files to download.
B
_AllTracks.bed
_Amplicons.bed
_Covered.bed
_Regions.bed
_Report.txt |
__Targets.txt

HaloPlexdemo_2

HaloPlexdemo_2_AllTracks.bed
HaloPlexdemo_2_aAmplicons.bed
HaloPlexdemo_2_Covered.bed
HaloPlexdemo_2_Regions.bed

HaloPlexdemo_2_Report.ixt
HaloPlexdemo_2_Targets. txt

S HaloPlexdemo_1 <

Download
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Step4 I>7YDIENN | HEER
FTHA O 2EB LU0 TO-JIIN—-T A I>0—- RTEZ T IIL6iEEEHNF T,

<Design ID>_ Amplicon.bed <Design ID>_ Covered.bed <Design ID>_Regions.bed
<ProbeGroup#>_ Amplicon.bed <ProbeGroup#>_Covered.bed <ProbeGroup#>_Regions.bed
I browser position chr1:206941810-206941980 I browser position chr1:13330-13506
W track name="Amplicons" description="Agilent HaloPlex - HaloPlexde AN track name="Covered" description="Agilent HaloPlex - HaloPlexdem: P track name="Target Regions" description="Agilent HaloPlex - HaloP!|
hed ANEAA4ONA ANENA4NON AR iEN40° Annn B8 rhri 12220 12504 rhri+ 1240212504 B ~hrt INACA1Q7N  INAOATINA2 TI1N

Design [C=Z&1% Amplicon O Design TH/{—-&n3 I Input Uz
BB EUIC TRk E B EECE LI =5y MBIBOALEEkZ
bed J71)l bed J71 )L B LI bed J71I)L

cnri ZU0Y41901  2U0Y4ZU98 AM_]oULs. luuu - L ZUUYHLLI0D  ZUUYTLHUD LLIYV T LY JIBOULLD JJBOUSLY ILLL

iV chri 206941980 206942467 AM_j5018: 1000 + 12 [5i8 206943030 206943489 IL10 s¥A chr19 55881661 55881688 IL11
SN chrl 206941983 206942470 AM_j5018: 1000 - 13 [ailal 206943911 206945001 IL10 chr5 131993868 131994062 IL13
14 [ergt 206942000 206942073 AM_j5018: 1000 + 14 [eilal 206945034 206945179 IL10 iEN chr5 131995099 131995173 1113
15 [silah 206942000 206942073 AM_j5018: 1000 - 15 [eilal 206945445 206945942 IL10 15 [eils} 131995405 131995530 IL13
M chrl 206942073 206942144 AM_j5018: 1000 + sl chr2 113532465 113532967 IL1A il chr5 131995856 131996023 IL13
17 [t 206942073 206942144 AM_j5018! 1000 - 17 ey 113532081 113533127 IL1A 17 eyl 113532633 113532854 IL1A
18 [e)lal 206943025 206943200 AM_j5018! 1000 + 18 ey 113535200 113535348 IL1A 18 eyl 113535553 113535698 IL1A
19 [e)lal 206943028 206943204 AM_j5018! 1000 - 19 [eilwd 113535405 113535778 IL1A RN chr2 113537062 113537253 IL1A
vIill chrl 206943080 206943178 AM_j5018: 1000 + W1l chr2 113535782 113535927 IL1A WA chr2 113539170 113539413 IL1A
21 [eisk 206943080 206943180 AM_j5018: 1000 - 21 [a)ivd 113536767 113536912 IL1A vAl chr2 113540282 113540351 IL1A

<Design ID>_Report.txt <Design ID>_AllTracks.bed <Design ID>_targets.txt
<ProbeGroup#£>_Report.txt <ProbeGroup#>_AllTracks.bed <ProbeGroup# >_targets.txt
B _Reportixt D _Targetsitxt =

1| # FlIP Type: Imput Targets. File

1| # File,.Summary
2| File Type:. HaloPlex Design. Report Sl chrl 206941970 206942083 IL10
ated . By: HaloPlex Advanced Design Wizard 4 chrl 2(]6943163 206943249 ILIU

Design DY —%ZECEkUIT Amplicon. Covered. Regions.
TFIARTPA Missed (JO-JThN\—-&ni
o e R hof9=5vh) DARSYIDIE

Design ID:

gn.Category: HaloPlex $E%A¢)\ j_I’rJI/ 2 7
H..sapiens. (UCSC hg19, GRCh37, February, 2009) E bed ) 13 95-664836

:721405-721743

Platform: Illumina

d Length: 150 bp chr5 131995405 131995530 IL13

16 [e)ls] 131995856 131996023 IL13
iWA chr2 113532633 113532854 IL1A
sE:0 chr2 113535553 113535698 IL1A
iR chr2 113537062 113537253 IL1A
WAl chr2 113539170 113539413 IL1A
pAR chr2 113540282 113540351 IL1A

7| # Probegroup Summary:
Number of Probegroups: 2
Probegroup. 1.: HaloPlexdemo_1
Probegroup. 2 : HaloPlexdemo_2

—_
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Stepd BA-TYvMHINLySDOMESR (Report.txtI71)L)

EEROEZI-TY DALy (d, Report.txt 9D Coverage DIBE TIHEZATZELN,
0 BUKHEVAN LY DTy NEBT YA ETY,

4 A |
i # File Summary

. The identifier entered in the Targets list.
2 genomic interval of the target.

L User: Regions: The wumber of regions within this target.

5 Workgroup: Size: The total size (in base pairs) of the regions.

20 Folder: Database(s): The ¢atabases in which this target was found.

VA Timestamp: Coverage: Bases overiapped by probes (extended +/- 100 bp) to represent likely capture.

High Coverage: Number af regions where analyzable amplicon overlap == 90%.
Low Coverage: Number of i2gions where analyzable amplicon overlap < 90

TargetID Interval Regions Size Databases Coverage HighCover LowCoverage

Design Category: HaloPlex chr1:2069: 5 337 CCDS, Ens 100 5 0

Species: H. sapiens (UCSC hg19, GRCh37, February 2009) chr19:558 5 706, CCDS, Ens 99.86 5 0

£ Platform: Illumina chr5:1319 4 560 CCDS, Ens 100 4 0

Read Length: 150 bp chr2:1135: 6 100 6 0

16 | chr2:1135! 6 930 CCDS, 100 6 0

1WA # Probegroup Summary chr4:1233 4 542 CCDS, E 100 4 0

L:3 Number of Probegroups: 2 chr5:1313! 5 559 CCDS, Ens 5 0

iL'N Probegroup 1 : HaloPlexdemao_2 chr5:13201 5 663 CCDS, Ens 5 0

Probegroup 2 : HaloPlexdemo_1 chr5:1318 5 547 CCDS, Ens 5 0

chr7:2276 4 1007 CCDS, Ens 4 0

PP # Target Summary chr8:7964. 7 743 CCDS, Ens 7 0

Target Region Size: 9.653 kbp chr4:7460i 4 384 CCDS, Ens 4 0

chr5:1352; 5 535 CCDS, Ens ) 0

# Amplicon Summary o1l chr1:1340: chr1:1340; 1 105 NA 0

[} Total Amplicons: 996 1)l chr1:3245(chr1:3245 1 95 NA 0

»¥8 Total Target Bases Analyzable: 9.375 kbp I8 chr1:6956  chr1:6956 1 115 NA 0

L8 Total Sequenceable Design Size: 34.674 kbp 8 chr1:6647! chr1:6647 1 42 NA 0
vitl Target Coverage: 97.12 % vl chrl:7214 chr1:7214l 1 339 NA 1 |

clil Recommended Minimum Seguencing per Sample: 6.934 Mbp chr1:3246i chr1:3246! 1 95 NA 0

$il Pricing: Tllumina Tier 1 (Probe Region Size = 1 - 500 kbp; up to 15K probes) il chr1:3247 chr1:3247 1 119 NA 0

44  G230524-1 2023 € 2 A [HaloPlexhAALTHAARESSE (FRINUARTS3>) ] For Research Use Only. Not for use in diagnostic procedures.




Stepd BJFY-TYRHINLYSOHER : fEE 2 {ERS : Stepd

Target Ftegjnn Target Regions - provided in [Design ID])_Regions.bed
]
s AMiplicons - provided in [Design ID]_Amplicons. bed
I
—— —— eeeee——————— Sequenceable Regions - total size provided in the report files
[ - I

Covered Regions - provided in [Design ID]_Covered.bed

— Missed Regions - provided as a trackin [Design ID]_AlTracks.bed
— —— Analyzable Target Bases - total size provided in the report files
® Target Regions Ay MEIBOAIEEER : [Design ID]_Regions.bed (CEEEINTLET,
® Amplicons ERRCIBIEEIN S 7> NI DOAIEEH : [Design ID]_Regions.bed (CEEEINTWVET,
® Sequenceable Regions Amplicon DAIEE#RE) - REMSETEING. EBRICS—T > AEN 55815
COTEIHDOEETN. Report.pdf J71JLOD "Total Sequenceable Design Size" ERDET,
® Covered Regions Sequenceable Region Di#% 5 bp 3 DHI>Z8EE.

i 5 bp (EHIPREZZRERH T A MO/ A 7 AW B EIREMEN DD, FRAT B BEREIENSIEBRIMNL TVET
[Design ID]_Covered.bed (CEE&(CENTVET,

® Missed Regions AEMTCERVVGELE, : [Design ID]_AllTracks.bed DD My ELTEEEHINTVWET,

® Analyzable Regions Target Region M>%. Covered (CADTL\78E1E,
COTEINDEETN. Report.pdf J71ILOD "Total Target Bases Analyzable" L30T,
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Ste p4 %g—b‘_\\y |\jJ} (\ I/W§0)EE=}J 2. YERRJ33E  Step4

it

BEDJ71)lZUCSC Genome Browser [CHAALRIWIELTAOM—RIBE LT OBEHRZB3ZENERET,

. Agilent HaloPlex - HaloPlexdemo - Target regions of interest given as input to probe selection
TargetRegions | || Taget Regions I I C Lo
C d Rea o Agilent HaloPlex - HaloPlexdemo - Genomic regions expected to be amplified

overed Regions | | | vered I I — I .
Agilent HaloPlex - HaloPlexdemo - Target regions of interest that will not be amplified
Missed Regions - Missed
g Agilent HaloPlex - HaloPlexdemo - Amplicons
[ CC e L] IR W AT BEFIIIIIIN I A
(] EEEKE 331 AEEEACACALE i3] FIIIDD. [ECECCECTEE 555755 K
Amoli k< Casssss O M 5 5] 55 Sssaas 1o
mplicons 352 B35 ] G55 I < < "BIRE 223331 bl
cca S reecee! ™ escax |
G550 555555 50 [EEEEECET 55 5 5] (522227 ] BFIE_|
3 K<< A [
- [>55]
K
555 |
55 5]
K<< |
-
L <
- Target Regions  : BMIDA -4y AU T SureDesign (CA>JyhUIEtElS (BRETTERNOEIZESD)
- Covered Regions : 5%51Th/\—&n oAt
- Missed Regions  : %51 CERXH ol pAl,
- Amplicons : ERRCIBRESNZ 7> V1D OAE
46
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Stepd BTV HINLYS DHEER

5. [UCSC View)Z/Uvy/J 9 3L, UCSC Genome Browser (. THAORB/HRRSNEIIIR-SHEEET,

UCSC Genome Browser on Human (GRCh37/hg19)
move|<<< << < > =»> >>=|zoomin|15x 3x 10x base|zoom out 15x 3x 10x 100x |
HaloPlex (Advanced) Add/Review Content | multi-region | chr1:206,941,970-206,945 790 3,821 bp. |gene‘ chromosome range, search terms, help pages, see example| |£| examples
[ohrt (ae.) T MWW B 1oT)
Define Design v Select Content Addition Methog
) Scale 1 kb} | hgio
Add/Review Content (® Design new probes by/lling genes or regiond || chri: |  206,942,500] 206,943,000 206,943500] 206,944,000 206,944,500  206,945000]  206,945,500|
Tile Genes or Regions ™) Select probes fromé@n existing Design or Prd Agilent HaloPlex - HaloPlexdemo - Target regions of interest given as input to probe selection
s g : p g Deslg | | Target Regions [l h .D -
Select Existing Probes Select alyffrobes Agilent HaloPlex - HaloPlexdemo - Genomic regions expected to be amplified
Finalize Covered [N NN ] “ || I
Agilent HaloPlex - HaloPlexdemo - Target regions of interest that will not be amplified
-or- N Missed
S ) . Agilent HaloPlex - HaloPlexdemo - Amplicons
(@] lj AT [ 222222222 )]
_) Finalife this design I m%q D ceccccd [Eerrcnan
TR 33 E{<o<<] BIBIIE €4
R . 3 MEEEEE 35390
ko o< ] K< EEEEIEY
Probgroup Summary 5555 (335333 5 ™l =S [SR5331 N
K<< b oo [Ty (] AL 1|
Name  #Targets mg E EEEEEE =
HaloPlexdemo_2 65 1
HaloPlexdemo_1 7 KL
_ <]
HaloPlex Design _ Reference Assembly Fix Patch Sequence Alignments
) | Reference Assembly Alternate Haplotype Sequence Alignments
Name: HaloPIexdemc UCSC Genes (RefSeq, GenBank, CCDS, Rfam, tRNAs & Comparative Genomics)
Species: H. sapienshg19) L1 (I e et - ] L
Category: HaloPley _ IL1443
’ RefSeq genes from NCBI
Target Regions 0 RefSeq Curated il ] e
# Regions: 72 , Publications: Seﬂuences in Scientific Articles
size: 4653 kbp Sequences . | i | uT I- | u T I HI—I—-
, o s
Sequenced Regidns OMIM Gene Phenotypes - Dark Green Can Be Disease-causing
# Amplicopd 996 OMIM Genes |
Size: 34.674 kbp |
pricefer: ()  Tier1
coffrage: 97.12 %
| UCSC View | BAM
_ Download T
Close Design Wizard Back Next

a7
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2. YER%733E : Stepd

Stepd BTV HINLYS DHEER
6. T EKTO-TIN—TAEENBERIBA. (MR [(ZE) &2y TIO-TIN—T O8I - ZEEEITST
j)‘Hj}Eig_o Select Content Addition Method

(® Design new probes by tiling genes or regions
(O) Select probes from an existing Design or Probegroup

Select all probes v

-0r-

(O) Finalize this design

Probegroup Summary

B

Name #Targets  Target Size #Amplicons  Actions

HaloPlexdemo_2 65 B.743 kbp 985 Remove | Modify
HaloPlexdemo_1 7 910 bp 11 Remove | Modi

(HIBR)ZUvI 9L, TR EENIRNE T . (ZE)=)yIIBE. TR EENERENE T,

[(FW]ZIIYTF2E COTHAINBTO-TJIL—-ThHEIBREN (OK)ZIUwI 93 BEITO-JJ)—JVEROBEICEDET,

&9, JO-J7)IL—TBEHN SureDesign M SHIBRENBER TR Z0TO=TTIN=ThMhDFT A UBEfEDN TONIE, BRI

Ve, BEREOERVEIEERIEETY . AR TO—J U ~TMERRENES . DT H1> TREDNTLVRT
niE J0-J7)V-JONEREERNS T LEENFT,

Modify Probegroup [x]

Remove Probegroup (%]

) % You have chosen to modify this probegroup.
@ Do you want to remove the probegroup from this design? G
If the probegroup is not used in any other designs, click OK to
remove all probes from the probegroup and return to the
Yes No probegroup creation step.

If the probegroup is used in other designs, click OK to remove
this probegroup from the design, and return to the probegroup
creation step to create a new probegroup. The original
probegroup will not be removed.

Note: All probegroup creation parameters will be reset to default
values.

0K Cancel

48  G230524-1 2023 £ 2 A [HaloPlexhAALTHAARVESSE (FRIUARTS3>) ] For Research Use Only. Not for use in diagnostic procedures.



Step4 %g b‘\} |\7]} “ LY \\\O)Eﬁu:b\ 2. fERST53% © Step4d

1 EDAT e ol T PR BRI

7 < — I\ \
HaloPlex (Advanced)  Add/Review Content i-u— /\J 73 E 5 |§E b — E { /r {
- ZEIBH0OJH Y ZI=N 4>
Define Design < Select Content Addition Method . w » - E »
-U- Z\ z - \
> Add/Review Content (® Design new prabes by tiling genes or regions I\% FZﬁ bé I_I E% FZﬁ L/ < &_é L o
Tile Genes or Regions (©) Select probes from an existing Design or Probegroup
Select Existing Probes Select all probes .
Finalize
-or-
T) Finalize this design
Probegroup Summary
Name  #Targets  Target Size #  Actions
HaloPlexdemo_2 65 8.743 kbp 985 Remove | Modify
HaloPlexdemo_1 7 910bp n Remove | Modify
HaloPlex Design
Name: HaloPlexdemo
Species: H. sapiens (hg19)
Category: HaloPlex
Target Regions
# Regions: 72
Size: 9.653 kbp
Sequenced Regions
# Amplicons 996
Size 34.674 kbp
Price Tier: () Tier 1
Coverage: 97.12%
UCSC View BAM
Dawnload v
- h —
Close Design Wizard Back Next 8 ﬁﬁﬂgé(L(i /|\ l :g j 0) [ ! ' /r/{/Em ] ,f—_l-q] ] | * I

SureDesign [ o g (C@%[Contlnue]/‘ﬁ@/ Le 2L T Céb\o

A Designs Designs
Start Designing
-~ b
Q@ o 8 |
—== ——— L
SureSelect DNA  SureSelect RNA SureSelect OneSeq HaloPlex Custo
AlHn-One
Designs: In Progress
HaloPlexdemo Draft ® e
HaloPlex | Updated 09-Jan-2023
HaloPlexdemo_2 Complete
Submitted 09-Jan-2023 | HaloPlex Tiling
HaloPlexdemo_1 Complete
Submitted 06-Jan-2023 | Probe search

49  G230524-1 2023 € 2 A [HaloPlexhAALTHAARVESSE (FRINUARTS3>) ] For Research Use Only. Not for use in diagnostic procedures.

- Agilent



Step5 J7

131K

SureDesig! Help - Add/Review Content

HaloPlex (Advanced)

Define Design
» Add/Review Content
Tile Genes or Regions
Select Existing Probes

Finalize
HaloPlex Design
Name: HaloPlexdemo
Species: H. sapiens (hg19)
Category HaloPlex
Target Regions
#Regions: 72
Size: 9653 kbp

Sequenced Regions
# Amplicons: 996

Size: 34.674 kbp
price Tier: ()  Tier 1
Coverage 97.12%

UCSC View BAM

Download

HaloPlex (Advanced)

Define Design

Add/Review Content
Tile Genes or Regions
Select Existing Probes

» Finalize

HaloPlex Design
Name: HaloPlexdemo
Species: H. sapiens (hg19)
Category: HaloPlex

Target Regions
#Regions: 72
Size: 9.653 kbp

Sequenced Reglons
#Amplicons: 996

Size: 34.674 kbp
PriceTier: () Tier1
Coverage 9712%

UCSC View BAM

Download

Add/Review Content

Finalize Design

v Select Content Addition Method

*) Design new probes by tiling genes o regions
() Select probes from an existing Design or Probegroup

Select all probes

Probegroup Summary

Name #Targets Target Size # Amplicons Actions
HaloPlexdemo_2 65 8.743 kbp 985 Remove | Modify
HaloPlexdemeo_1 7 910 bp n Remove | Modify

Close Design Wizard L{lk-

Help - Finalize Des

You are now ready to finalize this design. After finalizing

« The design can no longer be modified.

- Adesign ID will be assigned

« Design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you have submitted a
purchase order.

Target Details

Target ID * Interval Length Coverage  #Regions  # Good Coverage

Lo chr1:206041971-20604579 637 100 5 5 -
i chr19:55877365-55881688 700 99.86 5 5

I3 chr5:131993869-13199602 560 100 4 4

LA chr2:113532634-11354135 936 100 6 6

[B]:} chr2:113587928-11359381 930 100 6 6

|4 chr4:123372897-12337760 542 100 4 4

I3 chr5:131396390-13139849 559 100 5 5

L4 chr5:132009733-13201828 663 100 5 5

IL5 chr5:131877493-13189241 547 100 5 5

L6 chr7.22766872-22771202 1007 100 4 4

L7 chr8:79645938-79717167 743 100 7 7

L8 chr4:74606366-74608101 384 100 4 4

Lo chr5:135228070-13523151 535 100 5 5

chr1:13402-13506 chr1:13402-13506 105 100 1 1

chr1:324500-324594 chr1:324500-324594 95 100 1 1

chr1:69567-69681 chr1:69567-69681 115 100 1 1

chr1:664795-664836 chr1:664795-664836 42 100 1 1

chr1:721405-721743 chr1:721405-721743 339 18.29 1 0 -

Back
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1. THAORNEMETELURE. [T
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2. YER% 7375 : Step5

WIENNIXYY RD

EIR] T [COTHA>2%TFAFIAALET] Z#ER
U DRA] IR 38U TZE 0N,

KN SOIREERITIBE . THASORT— AN

Drafth>CompletelcZ
PLHIBRETERLRDET,

no, THAOABTDZEE

XIPAFTIAXTRE. COTHAVEHRIZTSL > MD

BSEOXEASNFIN
SE(RIRENEE A

ERRCA—H—FDETEHR
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2. YER%737E : Step5

Step5 J7A4F34RX
3. FHANTPAF A XN E BB T BE-malBRENTUBX— LT RLRFAICEIEENET

SureDesign: Design finalized
AS Agilent SureDesign <suredesign_noreply@agilent.com> CDA=JUTFA T OIEHRNEEE SN TUVET,
o 7t - Application$4
- THA>%
SureDesign: HaloPlex design finalized - Design ID
- EEVRE
Your HaloPlex design HaloPlexdemo has been finaliz he design files have been transferred to Agilent's manufacturi - FinalizeUTIZH

The design will not be manufactur you place an order.
Design Details
Application: HaloPlex

Design Name: HaloPlexdemo

Design 1D:

Species: H. sapiens (UCS5C hg19, GRCh37, February 2009)
Category: HaloPlex

Finalization Date:

2.2~ Agilent Technologies

Contact support: informatics support@agilent.com
Login to SureDesign: www_agilent.com/genomics/suredesign
Leam more about Agilent’s high performance tools for genomics: www_agilent. com/genomics
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Step5 I714F 34X : THA>DHER
4. TAFHAZXUET I VR RUET.

SureDesign

HaloPlex (Advanced) Design Complete

Design is now complete.

Name: HaloPlexdemo
Design ID:
Species: H. sapiens (UCSC hg19, GRCh37, February 2009)
Category: HaloPlex
# Regions: 72
Total Target Regions
Size:
# Amplicons: 996
Probes Size: 34.674 kbp
Price Tier: () Tier 1
Coverage: 97.12

9,653 kbp

Your design has been saved in the workgroup folder.

I Order I Mark as Favorite

_Download | | BAM | | UCSC View

Help - Design Complete

Exit Design Wizard

/
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2. YER% 7375 : Step5

RIEEE
Step6(iE

SISEDICF[(A—F-1RT>ZRUT
EA T2,

[Bx (JKD(CE&"E@?DM"\"S’)’E}EI@“Z: 7|'\—A’5’7‘
DITHAARRL : BEAERULIZED - BRUCAD])
*%(Lﬁméniqo

FHA R [UCSCE 11 [FT>0— RIARS
SOBRERTEFT, A0 RICOVTIERR—
SOHETARBEMETRLTZEW,
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—_ RN —_ 2. YER%737E : Step5
Step5 J7AF 314X : THADHERR :
5. BIR—SOU4>RIT, [99>0- RIRTSEIUILET,

6. TRSNIAVCO-REETAD(FY
>O—-RIN5>Z2 U IUET

Download Help - Download & 7. /S"U\/I:I— |\‘5E(: <DeSign |D>Z|p D
gam?: FliaklloPl‘ﬂfden"noh . HZ:_I:t_C‘_‘jT”f ) Lb‘ﬁ???éhi@“o 97)[/’]
i e spens 051 U TRRRU T,

Please select files to download.

.= A>0—-RTEZT7AIOFEFACDONT
Alfracks.bed (FRDODR—=TZ S TLZE W,

_Amplicons.bed
_Covered.bed
_Regions.bed
_Report.pdf
_Report.txt
04818-1673332296_Targets.txt

s
=
=
)
1]
>
[=N
1]
=
=]
.

v _
HaloPlexdemo_1_AllTracks.bed
HaloPlexdemo_1_Amplicons. bed
HaloPlexdemo_1_Covered.bed
HaloPlexdemo_1_Regions.bed
HaloPlexdemo_1_Report.txt

HaloPlexdemo_1_Targets.txt -

Close Download

53  G230524-1 2023 £ 2 A [HaloPlexhRILTHAARIESE (FRIN>ZMATS3>) ] For Research Use Only. Not for use in diagnostic procedures.



Steps J7AF34 X : A900—RUIPAINCEZTO- 7 > nfesR =77 5%
@ T H1 > RIRICEFNDTI7A) : <Design ID>_ Report.pdf 1FEZE

sureuesmn HaloPlex Design Report X} e

General Information
- e - - - - -
- — - - - -

.- ® - w

Design Name: HaloPlexdemo

Design 1D:;

Design Category: HaloPlex

Species: H. sapiens (UCSC hg19, GRCh37, February 2009)
Platform: llumina

Read Length: 150 bp

Probegroup Summary
Number of Probegroups: 2
Probegroup 1 : HaloPlexdemo_1
Probegroup 2 : HaloPlexdemo_2

Target Summary
Target Region Size : 9.653 kbp

Amplicon Summary

Total Amplicons: 996

Total Target Bases Analyzable: 9375 kbp

Total Sequenceable Design Size: 34.674 kbp

Target Coverage: 9712 %

Recommended Mimimum Sequencing per Sample: 6.934 Mbp

Pricing: NMumina Tier 1 (Probe Region Size = 1 - 500 kbp; up to 15K probes)
P/N- GI901C/G9901B

Design OYYU—%Z5E&UIZ PDF J7A( )l
Design YY) —-ZEE&KUITFANI7(ILERIUAT
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Steps JPAF34AX : 00— RUEITAIUCEBTO-TFH > 0mEsR 77
o FHA > 2ARBLVTO-TIIN—FCEENZ T : 67ELE

<Design ID>_ Amplicon.bed <Design ID>_ Covered.bed <Design ID>_Regions.bed
<ProbeGroup#>_ Amplicon.bed <ProbeGroup#>_Covered.bed <ProbeGroup#>_Regions.bed
I browser position chr1:206941810-206941980 I browser position chr1:13330-13506
W track name="Amplicons" description="Agilent HaloPlex - HaloPlexde AN track name="Covered" description="Agilent HaloPlex - HaloPlexdem: P track name="Target Regions" description="Agilent HaloPlex - HaloP!|
hed ANEAA4ONA ANENA4NON AR iEN40° Annn B8 rhri 12220 12504 rhri+ 1240212504 B ~hrt INACA1Q7N  INAOATINA2 TI1N

DesignlCcE &N 3Amplicon® DesignTh/{\—-&n3 &=J)(CInputUTz
BBz UIcbedI7 1L MBIHDMIE IRz UT A=y MBI OAIE FiRZ

206941945 206942143 AM_j5018, 1000 + —;,f l/ Eaikbr— —;,( I/
206941961 206942098 AM_j5018: 1000 - bedj} } B E gbedj} }

206941961 206942098 AM_j5018: 1000 - uny LUUTHLL0D) ZUUYTL4UD LIV g TNy JJBOULLD  J2B0USLY ILLL
206941980 206942467 AM_j5018: 1000 + 12 [eiig} 206943030 206943489 IL10 s¥A chr19 55881661 55881688 IL11
206941983 206942470 AM_j5018; 1000 - chr1 206943911 206945001 IL10 chr5 131993868 131994062 IL13
206942000 206942073 AM_j5018: 1000 + 14 [eilal 206945034 206945179 IL10 iEN chr5 131995099 131995173 1113
206942000 206942073 AM_j5018: 1000 - 15 [eilal 206945445 206945942 IL10 15 [eils} 131995405 131995530 IL13
206942073 206942144 AM_j5018. 1000 + 3 chr2 113532465 113532967 IL1A 3 chrs 131995856 131996023 IL13
206942073 206942144 AM_j5018! 1000 - WA chr2 113532081 113533127 IL1A 17 eyl 113532633 113532854 IL1A
206943025 206943200 AM_j5018! 1000 + 18 ey 113535200 113535348 IL1A 18 eyl 113535553 113535698 IL1A
206943028 206943204 AM_j5018! 1000 - iN chr2 113535405 113535778 IL1A RN chr2 113537062 113537253 IL1A
206943080 206943178 AM_j5018: 1000 + W1l chr2 113535782 113535927 IL1A WA chr2 113539170 113539413 IL1A
206943080 206943180 AM_j5018: 1000 - Pl chr2 113536767 113536912 IL1A vAl chr2 113540282 113540351 IL1A

<Design ID>_Report.txt <Design ID>_AllTracks.bed <Design ID>_targets.txt
<ProbeGroup#£>_Report.txt <ProbeGroup#>_AllTracks.bed <ProbeGroup# >_targets.txt
B _Reporttxt = D _Targetstxt =

1| # File,.Summary 1| # File Type: Input Targets File

2| File, Type:. HaloPlex Design.Report Sl chrl 206941970 206942083 IL10
3| Created By: HaloPlex Advanced Design Wizard 4 chrl 2(]6943163 206943249 ILIU

DesignDY Y —%5esk Ui Amplicon. Covered. Regions.
FTFEARNI7A Missed (JO—-JThH/N—-&nik
Dostn Nome: HalPlesdemo holeA—=4SvR) DANIYIDIE 1324500
(UCSC hg19, GRCh37, February. 2009) $E%§@bed 7)_’/(“/ ;iiz‘:;é%%

r1:721405-721743

Tllumina

ead Length: 150 bp 131995405 131995530 IL13

131995856 131996023 IL13
113532633 113532854 IL1A
113535553 113535698 IL1A
113537062 113537253 IL1A
113539170 113539413 IL1A
113540282 113540351 IL1A

# Probegroup Summary:
Number of Probegroups: 2
Probegroup. 1.: HaloPlexdemo_1
Probegroup. 2 : HaloPlexdemo_2

—_
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Step6 NAALTHA>OA-45— (RIEHFE) 2 fERIZ : Step

CNLARDRECOZTELTUL BBATTEOERETESEIZE0,

SureDesignHAGEERY A M AL IE]
http://www.chem-agilent.com/contents.php?id=1002474
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7|-_ /5)‘_ ( E %ﬁ 'ﬁkﬁﬁ ) 2. YERRISE : Step6

1) BREEmEIGEDICE. 3DO5ENDNET, TiLHE AL B. C OLWINHTRBERMEICADET,

# 1QIYTL RCYIVI IS, 11Ul

Total Target Regions
Size 42.013kbp

# Amplicons: 2732 ﬁ% A ; E-IIIIE@%}ELgEED\BiEEjéi%/D_\

Total sequenced

regions size. 542410P [Order]R5>%= )y IULET .

Price Tier: (7) Tier 1
Coverage: 98.40 %

Your design has been saved in the workgroup folder.

_Order || Mark as Favorite | | Download | | UCSC View

SureDesign A vome Ck;i::igns @gf:;s ﬁl% B ; 7I_\_A9j‘0) {?‘ﬂ:‘/f\/{/ﬁlﬁ : :EE§E4/E}5EL/EBOD' \/;?_L(:l
| . weee D] DEPNSEZH T BT HAD Order NI>Z2IIVILET
Designs: Recent and Favorites

Designs: In Progress [+

= Designs: Recent and Favorites
Draft X
SureDesign | .. [ |@gem, BiEC ; FTHANRRITO(RATHA42)FT (BULLIE[TTR
e () ~ 8 pownload || & Order| ™ L—2aY]5Jvw [Ty aR] 57) OROZXEITZTHASD
e - (723> 148(C8&HS Order RI>ZIIVILET
00100-1398177782  ClearSeq Cardiomyopathy HS ILM H. sapiens (hg19) Haloplex*® 25Mar-2015 In Stock 8 pownload | W Or
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2. YER% 7375 : Step6
2) REANTZRELET.

SureDesign Help - Order

HaloPlex Order Workareuahiama

Design Name: O M= | ENTI BT I DTy DERZRTELET .
N ﬂh (B Z (X 96 reaction RIGDHEFEE 2 Ty NEDIES. Z2E 2 ZANDLET, )
esign 1D:
* Quantity. | 1 ® BEhtFvhb :
Sequencing Platform:  lllumina B{ﬁb\d)@é}]{b:\:\y FD\@éi%é(iL?Rbijo
Automation Kit: [_] You are cif

./ O B T HAX : YD 1 FYRSHIEDDY > T EIRUE T,
samplesize: [48 |« Suebesld AR 48 Hid, —TEEDTHA % 48 HY T INORRMICLEST BT ABIRLET.
Design Part Number: G9901C purchase (5% (F48reactionDitFEz 2 Ty NBEATIIHS.

registered . \ .
’ o Sample Size (& 48 Z:&EIRU. Quantityz 2 EANIULFY)

To chec -

will be transferred to the Agilent

Genomics page. You must be logged in to
Note: HaloPlex designs are not compatible with HaloPlexHS. Please re- see your discounted prices.
design this library as a HaloPlex™® library if you wish to upgrade your
platform.

Add to Cart Request a Quote Cancel
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2. YER% 7375 : Step6

3) [REOMIBIRS %I ILET,

HaloPlex Order Workgroup Name * {jJ_ F(CE}JD] 7I_\\‘9\/(IEZIS_C\(3::\;FIJJEH b\kﬁcjiﬂ/\lo

Design Name:
Company Name
Design ID:
* Quantity: | 1 Company Number

Sequencing Platform: Illumina

Automation Kit: [] You are currently logged into SureDesign.

SureDesign shares a shopping cart with
the Agilent Genomics website. To

. . purchase online, you also need to be
Design Part Number: G9901C s Bt b =)

Sample size: |48 v

To check-out, click the cart icon, and you

will be transferred to the Agilent

Genomics page. You must be loggedin to
Note: HaloPlex designs are not compatible with HaloPlex™'S, Please re- see your discounted prices.

design this library as a HaloPlex"® library if you wish to upgrade your
platform.

Add to Cart I Request a Quote I Cancel

Request quots successtu o 4) [BREOKENT T LELE]ORYIZNFRENET DT
Q Thank You. Your request quote is submitted. You will receive {%bé] ﬁ\@)fféﬁb((ﬁéb\o

email which re-confirm this quote request. An Agilent sales
representative will soon contact you.

Close

G230524-1 2023 £ 2 A [HaloPlexhAALTHAARVESSE (FRIUAMTS3>) ] For Research Use Only. Not for use in diagnostic procedures.




2. YER% 7375 : Step6

SureDesign: Request for quote

5) RiGARMEEINLE. X-ILHEIBELFET,

We have received your request-for-quote for the following HaloPlex kit:

Design Details

Design ID: = & s ZH A ; Agilent SureDesign [suredesign_noreply@agilent.com]
Design Name: =

Species: H. sapiens A4 ML ; SureDesign: Request for quote for HaloPlex kit received
Kit Details N N o . N

Sequencing Platform: llumina NS ; T VBRIV RIBAIE TR EVRVWIAS

# Samples: 48

Quantity: 1

Design Part Number. G3301C

6) 7L hOEIEZREUFEDKRVERTEIENS
BEEHEORTR - FEN

EAERNEA(L x FSEOBOEEEIE GRS Z 280,
FFEH6~8AREITY, = FHREECES
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BEIVENDEE

® SureDesign (CEHI3Hh—hBBEIVEDERE

TEL: 0120-477-111
E-mail : email japan@aqilent.com
BEsE - A— )L - - H - H -5/1%FR<. 9:00~12:00 LU 13:00~17:00

X [SureDesign (CBE9DER] ] EBARIZE0N,
X A%, FNEAF DB R (F. HEEZE(CTEETIE,
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