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Heatmap was filtered to show
only members of the RTK
pathway; the pathway
information was imported from
| an external file

B External file format

| BRAF
CBL AKT1 AKT
EGFR AKT2 AKT
ERBB2 AKT3 AKT
ERBB3 ARAF RKT
FGFRI ATM P53
FGFR2 BRAF RKT
GRB2 CBL P53
| MET CCND1 P53
NF1 CCND2 RKT
~ NRAS CCNET RB
PDGFRA CDKN2A  RB
PDGFRB CDKN2B  RB
RAF1 CDKN2C  RB
SPRYZ E2F1 RB
EGFR RKT
EP300 P53
ERBB2 RKT
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ST 1 BT 2

Gene 1 0.651 1.372
Gene 2 0.818 1.590
Gene 3 0.945 1.716
Gene 4 0.578 0.643
Gene 5 0.464 1.186
Gene 6 0.675 0.947
Gene 7 0.323 0.642
Gene 8 0.304 0.774
Gene 9 0.043 0.783
Gene 10 0.943 1.452
Gene 11 0.908 1.686
Gene 12 0.415 0.808
NN
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IRBC SLO 250
Tube no. NRBC at10% stock units SetA SetB Set C
1-1 500 pL pH 2 pH7 pHY
— pH 9.0 1-2 500 pL pH 2 pH7 pHY
1-3 500 pL pH 2 pH7 pH9
1-4 500 pL pH 2 pH7 pHY
21 500 pL 10 uL pH 2 pH7 pH 9
22 500 pL 10 uL pH 2 pH7 pHI
2-3 500 pL 10 pL pH2 pH7 pH9
= llH 2.0
2-4 500 pL 10 uL pH 2 pH7 pHI
31 500 pL pH?2 pH7 pH9
3-2 500 pL pH?2 pH7 pH9
3-3 500 pL pH2 pH7 pH9
3-4 500 pL pH?2 pH7 pH9
H7.0 41 500l 10 pL pH2 pH7 pH9
- Pl 42 500pL 10 L pH2 _ pH7 _ pH9
4-3 500l 10 pL pH2 pH7 pH9
4-4 500l 10 pL pH2 pH7 pH9

10. X ROZT AT TOY > TIV-U T VEEE —h 0w T2 BRI CDI S AU J(TKD . RERZGEIRT (NRBC = FEREZRMD RBC. IRBC =
NcLET,
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GbBB7AA GeneSpring GX Standard Perpetual Commercial + 1 Z£ SMA

G5888AA GeneSpring GX Standard 7772 L—N - Academic

G5889AA GeneSpring GX Standard 77727 LU—K - Commercial

G5890AA GeneSpring GX Concurrent Perpetual Academic + 1 € SMA

GbB91AA GeneSpring GX Concurrent Perpetual Commercial + 1 Z£ SMA
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