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Microarray specifications

Design ID 21924
Total features 62,976
Control grid feature count 3,886
Distinct biological features 55,077
Replicated probes (5x) 1,000

Additional negative controls 13

Unique probes 54,969 (99.8 %)

Homology filtered probes 149 (0.27 %)

Pseudoautosomal probes 108

Exonic probes 14,259 (25.9 %)

Intragenic probes 36,995 (67.2 %)

Intergenic probes 18,082 (32.8 %)

Median probe spacing

Intragenic 33,307
Intergenic 78,946
CNV 26,688
Overall 41,448
Average probe spacing overall 54,455

RefSeq gene coverage
Atleast 1 probe 15,553 (83.2 %)

> 3 probes 4,580 (24.5 %)

Cancer gene coverage
At least 1 probe 351 (97.0 %)

> 3 probes 226 (62.4 %)

K2 T UIBRY Y IINENATUIA AU E—EEOY2O07 LADFT—FTlE. @LD
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Signal intensity

Background noise Signal-to-noise

Single cell versus Green Red Green Red Green Red
Individual ref 1.66 224 413 7 9 32 44
Eight pooled ref 15pg  0.78 318 366 7 10 43 37
Eight pooled ref30 pg  0.78 324 373 6 8 53 48
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Reference gDNA (30 pg)

15 minutes

Y

WGA (8 reactions)

3 hours

Y

Pooling of amplified DNA

10 minutes

\

Y

Labeling of amplified DNA (13 pL)

2 hours 40 minutes

Preparation of labeled DNA

2 hours

4 B—RBITOT—o70—& 8 YU TILZANSIHE DR ENIERRE

15 to 16 hours

10 minutes

15 minutes

20 minutes

Total ~ 24 hours
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