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Human Refseq 2020
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* Ensemble Release 76

* GenBank (Aug 2014) 26,083 Entrez Genes

8 x 60 K Ver 3.0 * Broad Institute Human lincRNA catalog (Nov 2011) 30,606 IncRNAs

e Broad Institute TUCP transcripts catalog (Nov 2011)
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* Ensemble Release 76

« GenBank (Aug 2014) 27,122 Entrez Genes

4,578 IncRNAs
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* RefSeq Build 66
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* Ensemble Release 76
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Agilent Strand-Specific RNA-Seq
MAQC B/A Log, Ratios

Human GE %107 L 8 x 60 K Ver 3.0 & T RNA-Seq TEUS LT
Log, B/A D&, ThehdY—)LTRHEIN (7L : well above BG,
RNA-seq : a minimum of 20 mapped reads). EEZD#H»3 (p<0.5)
12,383 Entrez genes Z 70wk, r2=0.845 & UWEEMESNE LT,
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1 G2519F #86539 Human Refseq 2020 b5 > ROUTFS—LT LA
Human 3 G4851C SurePrint G3 Human GE X728 7 L1Fvk 8 x 60 K Ver 3.0
1 G4858A#72363 SurePrint G3 Human GE X278 7L 8 x 60 K Ver 3.0
3 (G4852B SurePrint G3 Mouse GE ¥r-0O7L-1¥ vk 8x 60K Ver 2.0
Mouse
1 G4858A#74809 SurePrint G3 Mouse GE X128 7L 8x 60 K Ver 2.0

G4858A#74036

! Rat 1

SurePrint G3 Rat GE ¥-r27A 7L 8x 60 K Ver 2.0
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