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AssayMAP Bravo published peer reviewed citations

2023

A novel approach to interrogating the effects of chemical warfare agent exposure using organ‑
on‑a‑chip technology and multiomic analysis

Authors: Tyler D. P. Goralski, Conor C. Jenkins, Daniel J. Angelini, Jennifer R. Horsmon, Elizabeth 
S. Dhummakupt, Gabrielle M. Rizzo, Brooke L. Simmons, Alvin T. Liem, Pierce A. Roth, Mark A. 
Karavis, Jessica M. Hill, Jennifer W. Sekowski, and Kyle P. Glover

Journal Citation: PLoS One 2023, 18(2), e0280883

Key words: C18, In‑Solution Digestion, Peptide Cleanup, Proteomics

Apolipoprotein Proteomics for Residual Lipid‑Related Risk in Coronary Heart Disease

Authors: Robert Clarke, Adam Von Ende, Lukas Schmidt, Xiaoke Yin, Michael Hill, Alun Hughes, 
Raimund Pechlaner, Johann Willeit, Stefan Kiechl, Hugh Watkins, Konstantinos Theofilatos, 
Jemma C. Hopewell, and Manuel Mayr

Journal Citation: Circulation Research 2023, 132(4), 452‑464 

Key words: C18, Peptide Cleanup, Biomarkers, Clinical Research

Design and Characterization of Mutated Variants of the Oncotoxic Parvoviral Protein NS1

Authors: Patrick Hauswirth, Philipp Graber, Katarzyna Buczak, Riccardo Vincenzo Mancuso, 
Susanne Heidi Schenk, Jürg P. F. Nüesch, and Jörg Huwyler 

Journal Citation: Viruses 2023, 15(1), 209

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Mechanism of Action, Phosphoproteomics

Differential proteomics of Zika virus (ZIKV) infection reveals molecular changes potentially 
involved in immune system evasion by a Brazilian strain of ZIKV

Authors: Juliana M. Tatara, Rafael L. Rosa, Ana Paula M. Varela, Tais F. Teixeira, Patrícia 
Sesterheim, Anderson Gris, David Driemeier, Amanda N. S. Moraes, Markus Berger, Ramon D. 
Peña, Paulo M. Roehe, Diogo O. G. Souza, Jorge A. Guimarães, Alexandre R. Campos, Lucélia 
Santi, and Walter O. Beys‑da‑Silva 

Journal Citation: Archives of Virology 2023, 168, 70

Key words: C18, Peptide Cleanup, Proteomics

Getting Ready for Large‑Scale Proteomics in Crop Plants

Sarah Brajkovic, Nils Rugen, Carlos Agius, Nicola Berner, Stephan Eckert, Amirhossein 
Sakhteman, Claus Schwechheimer, and Bernhard Kuster 

Journal Citation: Nutrients 2023, 15(3), 783

Key words: RPS, Fractionation, Proteomics, SP3

L‑Ala‑L‑Gln Suppresses Hypoxic Phenotype and Fibrogenic Activity of Rat Perineurial Fibroblasts

Authors: Nilabh Ghosh, Catherine Bregere, Pia Bustos, and Raphael Guzman

Journal Citation: CNS & Neurological Disorders-Drug Targets 2023, 22(5), 761‑773

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Mechanism of Action, Phosphoproteomics

https://doi.org/10.1371/journal.pone.0280883
https://doi.org/10.1371/journal.pone.0280883
https://doi.org/10.1161/CIRCRESAHA.122.321690
https://doi.org/10.3390/v15010209
https://doi.org/10.1007/s00705-022-05629-x
https://doi.org/10.1007/s00705-022-05629-x
https://doi.org/10.3390/nu15030783
http://dx.doi.org/10.2174/1871527321666220414094149
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LINE‑1 ORF1p as a candidate biomarker in high grade serous ovarian carcinoma

Authors: Sho Sato, Michael Gillette, Pamela R. de Santiago, Eric Kuhn, Michael Burgess, Kristen 
Doucette, Yi Feng, Carlos Mendez‑Dorantes, Paul J. Ippoliti, Sara Hobday, Marilyn A. Mitchell, Kai 
Doberstein, Stefan M. Gysler, Michelle S. Hirsch, Lauren Schwartz, Michael J. Birrer, Steven J. 
Skates, Kathleen H. Burns, Steven A. Carr, and  Ronny Drapkin 

Journal Citation: Scientific Reports 2023, 13, 1537

Key words: RPS, Peptide Cleanup, Biomarkers, Clinical Research

Mass spectrometry‑based analysis on the impact of whole blood donation on the global plasma 
proteome

Authors: Iris C. Kreft, Arie J. Hoogendijk, Carmen van der Zwaan, Floris P. J. van Alphen, Mariette 
Boon‑Spijker, Femmeke Prinsze, Alexander B. Meijer, Dirk de Korte, Katja van den Hurk, Maartje 
van den Biggelaar 

Journal Citation: Transfusion 2023, 63(3), 564‑573

Key words: C18, Peptide Cleanup, Proteomics

Proteomics separates adult‑type diffuse high‑grade gliomas in metabolic subgroups independent 
of 1p/19q codeletion and across IDH mutational status

Authors: Jakob Maximilian Bader, Nikolaus Deigendesch, Martin Misch, Matthias Mann, Arend 
Koch, and Felix Meissner 

Journal Citation: Cell Reports Medicine 2023, 4(1), 100877

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Clinical Research, Phosphoproteomics

Site‑Specific Activity‑Based Protein Profiling Using Phosphonate Handles

Authors: Wouter van Bergen, Johannes F. Hevler, Wei Wu, Marc P. Baggelaar, and Albert J.R. Heck

Journal Citation: Molecular & Cellular Proteomics 2023, 22(1), 100455

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Mechanism of Action, Proteomics, PhosID

TBK1 phosphorylation activates LIR‑dependent degradation of the inflammation repressor TNIP1

Authors: Jianwen Zhou, Nikoline Lander Rasmussen, Hallvard Lauritz Olsvik, Vyacheslav Akimov, 
Zehan Hu, Gry Evjen, Stephanie Kaeser‑Pebemard, Devanarayanan Siva Sankar, Carole Roubaty, 
Pauline Verlhac, Nicole van de Beck, Fulvio Reggiori, Yakubu Princely Abudu, Blagoy Blagoev, 
Trond Lamark, Terje Johansen, Jörn Dengjel

Journal Citation: Journal of Cell Biology 2023, 222(2), e202108144

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

https://doi.org/10.1038/s41598-023-28840-5
https://doi.org/10.1111/trf.17254
https://doi.org/10.1111/trf.17254
https://doi.org/10.1016/j.xcrm.2022.100877
https://doi.org/10.1016/j.xcrm.2022.100877
https://doi.org/10.1016/j.mcpro.2022.100455
https://doi.org/10.1083/jcb.202108144
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The BNT162b2 mRNA SARS‑CoV‑2 vaccine induces transient afucosylated IgG1 in naive but not 
antigen‑experienced vaccinees

Authors: Julie Van Coillie, Tamas Pongracz, Johann Rahmöller, Hung‑Jen Chen, Chiara Elisabeth 
Geyer, Lonneke A. van Vlught, Jana Sophia. Buhre, Tonći Šuštić, Thijs Luc Junior van Osch, 
Maurice Steenhuis, Willianne Hoepel, Wenjun Wang, Anne Sophia Lixenfeld, Jan Nouta, Sofie 
Keijzer, Federica Linty, Remco Visser, Mads Delbo Larsen, Emily Lara Martin, Inga Künsting, Selina 
Lehrian, Vera von Kopylow, Carsten Kern, Hanna Bele Lunding, Menno de Winther, Niels van 
Mourik, Theo Rispens, Tobias Graf, Marleen Adriana Slim, René Peter Minnaar, Marije Kristianne 
Bomers, Jonne Jochum Sikkens, Alexander P. J. Vlaar, C. Ellen van der Schoot, Jeroen den 
Dunnen, Manfred Wuhrer, Marc Ehlers, and Gestur Vidarsson 

Journal Citation: eBioMedicine 2023, 87, 104408

Key words: PGW, Affinity Purification, Clinical Research

Top‑Down Characterization and Intact Mass Quantitation of a Monoclonal Antibody Drug from 
Serum by Use of a Quadrupole TOF MS System Equipped with Electron‑Activated Dissociation

Authors: John F. Kellie, Nicole A. Schneck, Jason C. Causon, Takashi Baba, John T. Mehl, and 
Kerstin I. Pohl

Journal Citation:Journal of the American Society for Mass Spectrometry 2023, 34(1) 17‑26

Key words: SAW, Affinity Purification, Immobolization, Biopharma, Pharmacokinetics, 
Immunocapture

TORC1 phosphorylates and inhibits the ribosome preservation factor Stm1 to activate dormant 
ribosomes

Authors: Sunil Shetty, Jon Hofstetter, Stefania Battaglioni, Danilo Ritz, and Michael N. Hall

Journal Citation: The EMBO Journal 2023, 42, e112344

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

2022

A BioID‑Derived Proximity Interactome for SARS‑CoV‑2 Proteins

Authors: Danielle G. May, Laura Martin‑Sancho, Valesca Anschau, Sophie Liu, Rachel J. 
Chrisopulos, Kelsey L. Scott, Charles T. Halfmann, Ramon Díaz Peña, Dexter Pratt, Alexandre R. 
Campos, and Kyle J. Roux

Journal Citation: Viruses 2022, 14(3), 611

Key words: C18, SAW, Affinity Purification, On‑Cartridge Reaction, Peptide Cleanup, Protein‑
Protein Interactions, Proteomics, BioID

A Phenotypic Screen Identifies Potent DPP9 Inhibitors Capable of Killing HIV‑1 Infected Cells

Authors: Keith P. Moore, Adam G. Schwaid, Matthew Tudor, Sangho Park, Douglas C. Beshore, 
Antonella Converso, William D. Shipe, Rajan Anand, Ping Lan, Remond Moningka, Deborah M. 
Rothman, Wanying Sun, An Chi, Ivan Cornella‑Taracido, Gregory C. Adam, Carolyn Bahnck‑
Teets, Steven S. Carroll, John F. Fay, Shih Lin Goh, Jeffrey Lusen, Shuo Quan, Silveria Rodriguez, 
Min Xu, Christine L. Andrews, Cheng Song, Tracey Filzen, Jing Li, Kaspar Hollenstein, Daniel J. 
Klein, Alfred Lammens, U‑Ming Lim, Zhiyu Fang, Carolyn McHale, Yuan Li, Meiqing Lu, Tracy L. 
Diamond, Bonnie J. Howell, Paul Zuck, and Carl J. Balibar

Journal Citation: ACS Chemical Biology 2022, 17(9), 2595‑2604

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics

https://doi.org/10.1016/j.ebiom.2022.104408
https://doi.org/10.1016/j.ebiom.2022.104408
https://doi.org/10.1021/jasms.2c00206
https://doi.org/10.1021/jasms.2c00206
https://doi.org/10.15252/embj.2022112344
https://doi.org/10.15252/embj.2022112344
https://doi.org/10.3390/v14030611
https://doi.org/10.1021/acschembio.2c00515
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Absence of COVID‑19‑associated changes in plasma coagulation proteins and pulmonary 
thrombosis in the ferret model

Authors: Iris C.Kreft, Roy R.A.Winiarczyk, Fric J.Tanis, Carmen van der Zwaan, Katharina 
S.Schmitz, Arie J.Hoogendijk, Rik L.de Swart, Anne Moscona, Matteo Porotto, Daniela 
C.F.Salvatori, Rory D.de Vries, Moniek P.M.de Maat, Maartjevan den Biggelaar, Bart J.M.van 
Vlijmen, Dutch Covid‑19, and Thrombosis Coalition

Journal Citation: Thrombosis Research 2022, 210, 6‑11

Key words: C18, Peptide Cleanup, Proteomics

ABPP‑HT*—Deep Meets Fast for Activity‑Based Profiling of Deubiquitylating Enzymes Using 
Advanced DIA Mass Spectrometry Methods

Authors: Hannah B. L. Jones, Raphael Heilig, Simon Davis, Roman Fischer, Benedikt M. Kessler, 
Adán Pinto‑Fernández

Journal Citation: International Journal of Molecular Sciences 2022, 23(6), 3263

Key words: PAW‑5µL, Affinity Purification, Mechanism of action, Immunocapture

Adipose mTORC2 is essential for sensory innervation in white adipose tissue and whole‑body 
energy homeostasis

Authors: Irina C Frei, Diana Weissenberger, Danilo Ritz, Wolf Heusermann, Marco Colombi, 
Mitsugu Shimobayashi, and Michael N Hall

Journal Citation: Molecular Metabolism 2022, 65, 101580

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

Altered Fc glycosylation of anti‑HLA alloantibodies in hemato‑oncological patients receiving 
platelet transfusions

Authors: Thijs L. J. van Osch, Tamas Pongracz, Dionne M. Geerdesc, Juk Yee Mok, Wim J. E. van 
Esch, Jan Voorberg, Rick Kapur, Leendert Porcelijn,v Jean‑Louis H. Kerkhoffs, Pieter F. van der 
Meer, C. Ellen van der Schoot, Masja de Haas, Manfred Wuhrerx, and Gestur Vidarsson

Journal Citation: Journal of Thrombosis and Haemostasis 2022, 20(12), 3011‑3025

Key words: PGW, Affinity Purification, Clinical Research

An ER phospholipid hydrolase drives ER‑associated mitochondrial constriction for fission and 
fusion

Authors: Tricia T. Nguyen and Gia K. Voeltz

Journal Citation: elife 2022, 11, e84279

Key words: C18, SAW, Affinity Purification, On‑Cartridge Reaction, Peptide Cleanup, Protein‑
Protein Interactions, Proteomics, TurboID

https://doi.org/10.1016/j.thromres.2021.12.015
https://doi.org/10.1016/j.thromres.2021.12.015
https://doi.org/10.3390/ijms23063263
https://doi.org/10.3390/ijms23063263
https://doi.org/10.1016/j.molmet.2022.101580
https://doi.org/10.1016/j.molmet.2022.101580
https://doi.org/10.1111/jth.15898
https://doi.org/10.1111/jth.15898
https://doi.org/10.7554/eLife.84279
https://doi.org/10.7554/eLife.84279
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Association of cardiometabolic microRNAs with COVID‑19 severity and mortality

Authors: Clemens Gutmann, Kseniya Khamina, Konstantinos Theofilatos, Andreas B. Diendorfer, 
Sean A. Burnap, Adam Nabeebaccus, Matthew Fish, Mark J.W. McPhail, Kevin O’Gallagher, 
Lukas E. Schmidt, Christian Cassel, Georg Auzinger, Salvatore Napoli, Salma F. Mujib, Francesca 
Trovato, Barnaby Sanderson, Blair Merrick, Roman Roy, Jonathan D. Edgeworth, Ajay M. Shah, 
Adrian C. Hayday, Ludwig Traby, Matthias Hackl, Sabine Eichinger, Manu Shankar‑Hari, and 
Manuel Mayr

Journal Citation: Cardiovascular Research 2022, 118(2), 461‑474

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics

Automated High‑Throughput Method for the Fast, Robust, and Reproducible Enrichment of 
Newly Synthesized Proteins

Authors: David Vargas‑Diaz and Maarten Altelaar

Journal Citation: Journal of Proteomics Research 2022, 21(1), 189‑199

Key words: C18, SAW, Affinity Purification, Peptide Cleanup, Proteomics

C‑Terminal Lysine Processing of IgG in Human Suction Blister Fluid: Implications for 
Subcutaneous Administration

Authors: Luladey Ayalew, Phyllis Chan, Zhilan Hu, Amy Shen, Eileen Duenas, Whitney 
Kirschbrown, Arthur J. Schick III, Yan Chen, and Michael T. Kim

Journal Citation: Molecular Pharmaceutics 2022, 19(11), 4043‑4054

Key words: SAW, Affinity Purification, Pharmacokinetics, Immunocapture

Calcineurin dephosphorylates topoisomerase IIβ and regulates the formation of neuronal‑
activity‑induced DNA breaks

Authors: Ilse Delint‑Ramirez, Lahiri Konada, Lance Heady, Richard Rueda, Alvaro Sebastian Vaca 
Jacome, Eric Marlin, Charlotte Marchioni, Amir Segev, Oleg Kritskiy, Satoko Yamakawa, Andrew 
H. Reiter, Li‑Huei Tsai, and Ram Madabhushi

Journal Citation: Molecular Cell 2022, 82(20), 3794‑3809

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Signal Transduction

CDK1–cyclin‑B1‑induced kindlin degradation drives focal adhesion disassembly at mitotic entry 

Authors: Nan‑Peng Chen, Jonas Aretz, and Reinhard Fässler 

Journal Citation: Nature Cell Biology 2022, 24, 723‑736

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

Cell adhesion suppresses autophagy via Src/FAK‑mediated phosphorylation and inhibition of 
AMPK

Authors: Ming Zhao, Darren Finlay, Elizabeth Kwong, Robert Liddington, Benoit Viollet, Norio 
Sasaoka, and Kristiina Vuori

Journal Citation: Cellular Signaling 2022, 89, 110170

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Mechanism of Action, Signal Transduction

https://doi.org/10.1093/cvr/cvab338
https://doi.org/10.1021/acs.jproteome.1c00743
https://doi.org/10.1021/acs.jproteome.1c00743
https://pubs.acs.org/doi/10.1021/acs.molpharmaceut.2c00506
https://pubs.acs.org/doi/10.1021/acs.molpharmaceut.2c00506
https://doi.org/10.1016/j.molcel.2022.09.012
https://doi.org/10.1016/j.molcel.2022.09.012
https://doi.org/10.1038/s41556-022-00886-z
https://doi.org/10.1016/j.cellsig.2021.110170
https://doi.org/10.1016/j.cellsig.2021.110170
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Cerebrospinal fluid concentration of complement component 4A is increased in first episode 
schizophrenia

Authors: Jessica Gracias, Funda Orhan, Elin Hörbeck, Jessica Holmén‑Larsson, Neda 
Khanlarkani, Susmita Malwade, Sravan K. Goparaju, Lilly Schwieler, İlknur Ş. Demirel, Ting Fu, 
Helena Fatourus‑ Bergman, Aurimantas Pelanis, Carleton P. Goold, Anneli Goulding, Kristina 
Annerbrink, Anniella Isgren, Timea Sparding, Martin Schalling, Viviana A. Carcamo Yañez, Jens 
C. Göpfert, Johanna Nilsson, Ann Brinkmalm, Kaj Blennow, Henrik Zetterberg, Göran Engberg, 
Fredrik Piehl, Steven D. Sheridan, Roy H. Perlis, Simon Cervenka, Sophie Erhardt, Mikael Landen, 
and Carl M. Sellgren

Journal Citation: Nature Communications 2022, 13, 6427

Key words: In‑Solution Digestion, Clinical Research

CFIm‑mediated alternative polyadenylation remodels cellular signaling and miRNA biogenesis

Authors: Souvik Ghosh, Meric Ataman, Maciej Bak, Anastasiya Börsch, Alexander Schmidt, 
Katarzyna Buczak, Georges Martin, Beatrice Dimitriades, Christina J Herrmann, Alexander Kanitz, 
and Mihaela Zavolan

Journal Citation: Nucleic Acids Research 2022, 50(6), 3096‑3114

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

Chemoproteomic profiling to identify activity changes and functional inhibitors of DNA‑binding 
proteins

Authors: Benjamin Ruprecht, Lan Wei, Li Zheng, Smaranda Bodea, Xuan Mo, Melanie 
Maschberger, Gabriele Stoehr, Hannes Hahne, Ivan Cornella‑Taracido, and An Chi

Journal Citation: Cell Chemical Biology 2022, 29(11), 1639‑1648

Key words: C18, Peptide Cleanup, Proteomics

Chronic Intermittent Ethanol Exposure Alters Behavioral Flexibility in Aged Rats Compared to 
Adult Rats and Modifies Protein and Protein Pathways Related to Alzheimer’s Disease

Authors: Ada Man‑Choi Ho, Mina P. Peyton, Samantha J. Scaletty, Sarah Trapp, Areonna 
Schreiber, Benjamin J. Madden, Doo‑Sup Choi, and Douglas B. Matthews

Journal Citation: ACS Omega 2022, 7(50), 46260‑46276

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

Comparative Analysis of T Cell Spatial Proteomics and the Influence of HIV Expression

Authors: Aaron L. Oom, Charlotte A. Stoneham, Mary K. Lewinski, Alicia Richards, Jacob M. 
Wozniak, Km Shams‑Ud‑Doha, David J. Gonzalez, Nevan J. Krogan, and John Guatelli

Journal Citation: Molecular & Cellular Proteomics 2022, 21(3), 100194

Key words: C18, Peptide Cleanup, Proteomics

https://doi.org/10.1038/s41467-022-33797-6
https://doi.org/10.1038/s41467-022-33797-6
https://doi.org/10.1093/nar/gkac114
https://doi.org/10.1016/j.chembiol.2022.10.008
https://doi.org/10.1016/j.chembiol.2022.10.008
https://doi.org/10.1021/acsomega.2c04528
https://doi.org/10.1021/acsomega.2c04528
https://doi.org/10.1016/j.mcpro.2022.100194
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Cortical Pathology in Vanishing White Matter

Authors: Jodie H. K. Man, Charlotte A. G. H. van Gelder, Marjolein Breur, Daniel Okkes, Douwe 
Molenaar, Sophie van der Sluis, Truus Abbink, Maarten Altelaar, Marjo S. van der Knaap, and 
Marianna Bugiani

Journal Citation: Cells 2022, 11(22), 3581

Key words: C18, Peptide Cleanup, Clinical Research

CRAF dimerization with ARAF regulates KRAS‑driven tumor growth

Authors: Avinashnarayan Venkatanarayan, Jason Liang, Ivana Yen, Frances Shanahan, Benjamin 
Haley, Lilian Phu, Erik Verschueren, Trent B. Hinkle, David Kan, Ehud Segal, Jason E. Long, Tony 
Lima, Nicholas P.D. Liau, Jawahar Sudhamsu, Jason Li, Christiaan Klijn, Robert Piskol, Melissa 
R. Junttila, Andrey S. Shaw, Mark Merchant, Matthew T. Chang, Donald S. Kirkpatrick, and Shiva 
Malek

Journal Citation: Cell Reports 2022, 38(6), 110351

Key words: C18, Peptide Cleanup, Proteomics, Signal Transduction

Deciphering Black Extrinsic Tooth Stain Composition in Children Using Metaproteomics

Authors: Christophe Hirtz, Atef Mannaa, Estelle Moulis, Olivier Pible, Robin O’Flynn, Jean 
Armengaud, Virginie Jouffret, Camille Lemaistre, Gabriel Dominici, Alex Yahiaoui Martinez, 
Catherine Dunyach‑Remy, Laurent Tiers, Jean‑Philippe Lavigne, Paul Tramini, Marie‑christine 
Goldsmith, Sylvain Lehmann, Dominique Deville de Périère, and Jerome Vialaret

Journal Citation: ACS Omega 2022, 7(10), 8258‑8267

Key words: C18, In‑Solution Digestion, Peptide Cleanup, Proteomics

Direct Identification of Urinary Tract Pathogens by MALDI‑TOF/TOF Analysis and De Novo 
Peptide Sequencing

Authors: Ema Svetličić, Lucija Dončević, Luka Ozdanovac, Andrea Janeš, Tomislav Tustonić, 
Andrija Štajduhar, Antun Lovro Brkić, Marina Čeprnja, and Mario Cindrić

Journal Citation: Molecules 2022, 27(17), 5461

Key words: SCX, Fractionation, Clinical Research, Proteomics

Distribution of seven ApoC‑III glycoforms in plasma, VLDL, IDL, LDL and HDL of healthy subjects

Authors: Marina Rodríguez, Pere Rehues, Víctor Iranzo, Jorge Mora, Clara Balsells, Montse 
Guardiola, and Josep Ribalta

Journal Citation: Journal of Proteomics 2022, 251, 104398

Key words: SAW, Affinity Purification, Biomarker, Immunocapture

https://doi.org/10.3390/cells11223581
https://doi.org/10.1016/j.celrep.2022.110351
https://doi.org/10.1021/acsomega.1c04770
https://doi.org/10.3390/molecules27175461
https://doi.org/10.3390/molecules27175461
https://doi.org/10.1016/j.jprot.2021.104398
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DNA methylation‑based classification of sinonasal tumors

Authors: Philipp Jurmeister, Stefanie Glöß, Renée Roller, Maximilian Leitheiser, Simone Schmid, 
Liliana H. Mochmann, Emma Payá Capilla, Rebecca Fritz, Carsten Dittmayer, Corinna Friedrich, 
Anne Thieme, Philipp Keyl, Armin Jarosch, Simon Schallenberg, Hendrik Bläker, Inga Hoffmann, 
Claudia Vollbrecht, Annika Lehmann, Michael Hummel, Daniel Heim, Mohamed Haji, Patrick 
Harter, Benjamin Englert, Stephan Frank, Jürgen Hench, Werner Paulus, Martin Hasselblatt, 
Wolfgang Hartmann, Hildegard Dohmen, Ursula Keber, Paul Jank, Carsten Denkert, Christine 
Stadelmann, Felix Bremmer, Annika Richter, Annika Wefers, Julika Ribbat‑Idel, Sven Perner, 
Christian Idel, Lorenzo Chiariotti, Rosa Della Monica, Alfredo Marinelli, Ulrich Schüller, Michael 
Bockmayr, Jacklyn Liu, Valerie J. Lund, Martin Forster, Matt Lechner, Sara L. Lorenzo‑Guerra, 
Mario Hermsen, Pascal D. Johann, Abbas Agaimy, Philipp Seegerer, Arend Koch, Frank Heppner, 
Stefan M. Pfister, David T. W. Jones, Martin Sill, Andreas von Deimling, Matija Snuderl, Klaus‑
Robert Müller, Erna Forgó, Brooke E. Howitt, Philipp Mertins, Frederick Klauschen, and David 
Capper 

Journal Citation: Nature Communications 2022, 13, 7148

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics, SP3

Dynamic proteomic and phosphoproteomic atlas of corticostriatal axon in neurodevelopment

Authors: Vasin Dumrongprechachan, Ryan B Salisbury, Lindsey Butler, Matthew L MacDonald, 
and Yevgebua Kozorovitskiy

Journal Citation: eLife 2022, 11, e78847

Key words: Fe(III)‑NTA, Phosphoeptide Enrichment, Phosphoproteomics

Establishment and characterization of stable, diverse, fecal‑derived in vitro microbial 
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