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1. gDNA sample 1 @ Femto Pulse System/Genomic DNA 165 kb Kit (2 &2 9#7. LM=Lower Markero
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No dil. 1:2 1:4 No dil. 1:2 1:4
gDNA sample 1 gDNA sample 2

2.278D gDNA > 7L =R7% 2 REICFAE L. 2 B0 Femto Pulse System T Genomic DNA 165 kb Kit %=
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Genomic quality number (GQN)

GQON (& gDNA O BBICH LT, 2—H—H
EELIBELORIVT XD DNA BE
DEIEDSEHINE T, 1242 7% gDNA
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IFEBB2EEDHDFET, LIch>T.GAN T
FAZADEEZ I—H—DRETITEZCId
IFTEARY XD gDNA £S5 ETHIEE
BOFET, I—H— T > AILErTROIO¢
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SEOHHTIE GQN ORIES X% gDNA
sample 1 & 2 %+ X5#AH 5 10,000 bp &
FELTWET, 7))L gDNA OFIRRT
BITH DQN 1L 8.8-9.0 LIERICHhITHhAE
ICHTF->TVET (K2), GANEH 9.0 &
WODIE. 2 FILF®D 90 % A RMEE LT
&ZEL7z 10,000 bp KOATVWZ & EZEBRL.
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LEd, REBICES GQN DIE &, >
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3 Tl3. PacBio i1t gDNA (ZXF LT
GQN ORifEH X% 30,000 bp ¢ F&%7E L.
gDNA O@EFFMETLF > TILICITREZ L
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Y7L TIE GON h'iE<7ad. LW HARRED
DIERNESNTUVET,
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12,000
10,000
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6,000
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LM

Average smear size (bp) GQN3;000
12,147 0
23,339 15
45,304 6.4
57,789 71
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94,045 7.8
109,968 8.2
164,292 8.8

1,300

10,000
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23,000

Size (bp)
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E£7oo PEIE GQAN 9000 DED 9.1 15 8.4
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ProSize (Z1& Smear Analysis %7 THRED
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TEEDFROT > TILFOEEEHETS
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LTco COEHEICIFH >V TILDAA>DE—D
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Y o AXTRICEDHERRICE DI
PR RDRERZ - DNA OEIEEE
BHBIEHTTET,
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2,400 — Room temperature
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0
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& SRS ©5 Bn
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4. gDNA sample 1 % Femto Pulse system T Genomic DNA 165 kb Kit #FW\WTHOMTL % L7z

(A ERICIEERETZ8 &) $L0% &E) O~ TLYMOTIOISLICIEXTYDE—T LD
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Characteristic fragment length
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