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Searchable key words

Areas of study
	– Antibody Drug Conjugates (5)

	– Biomarkers (12)

	– Biopharma (21)

	– Clinical Research (27)

	– Glycans (6)

	– Glycoproteomics (1)

	– Immunopeptidomics (5)

	– Mechanism of Action (9)

	– Pharmacokinetics (13)

	– Phosphoproteomics (41)

	– Protein‑Protein Interactions (13)

	– Proteomics (64)

	– Signal Transduction (27)

	– Ubiquitination (1)

Techniques
	– BioID (8)

	– Immunocapture (20)

	– PhosID (1)

	– PhoX (4)

	– TMT labeling (1)

AssayMAP cartridge type used
	– C18 (Reversed Phase) (52)

	– CU (Cleanup) (5)

	– Fe(III)‑NTA (IMAC) (46)

	– PAW (Protein A) (12)

	– PGW (Protein G) (6)

	– RPS (Reversed Phase‑small pore) (22)

	– RPW (Reversed Phase‑wide pore) (2)

	– RX (Reaction) (4)

	– SAW (Streptavidin) (20)

	– SCX (Strong Cation Exchange) (5)

	– TiO2 (Titanium Dioxide) (5)

AssayMAP application used
	– Affinity Purification (35)

	– Fractionation (15)

	– Glykoprep (4)

	– In‑Solution Digestion (15)

	– On‑cartridge Reaction (8)

	– Peptide Cleanup (65)

	– Phosphopeptide Enrichment (50)

	– Protein Cleanup (1)
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AssayMAP Bravo citations

2021

A New Mouse Model Related to SCA14 Carrying a Pseudosubstrate Domain Mutation in PKCγ 
Shows Perturbed Purkinje Cell Maturation and Ataxic Motor Behavior

Authors: Etsuko Shimobayashi and Josef P. Kapfhammer

Journal Citation: The Journal of Neuroscience 2021, 41(9), 2053–2068

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

A Proteomics‑Based Assessment of Inflammation Signatures in Endotoxemia 

Authors: Sean A. Burnap, Ursula Mayr, Manu Shankar‑Hari, Friederike Cuello, Mark R. Thomas, 
Ajay M. Shah, Ian Sabroe, Robert F. Storey, and Manuel Mayr

Journal Citation: Molecular and Cellular Proteomics 2021, 20, 100021 

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics, Biomarkers

A serum proteome signature to predict mortality in severe COVID–19 patients 

Authors: Franziska Vollmy, Henk van den Toorn, Riccardo Zenezini Chiozzi, Ottavio Zucchetti, 
Alberto Papi, Carlo Alberto Volta, Luisa Marracino, Francesco Vieceli Dalla Sega, Francesca 
Fortini, Vadim Demichev, Pinkus Tober‑Lau, Gianluca Campo, Marco Contoli, Markus Ralser, 
Florian Kurth, Savino Spadaro, Paola Rizzo, and Albert J. R. Heck

Journal Citation: Life Science Alliance 2021, 4(9), e202101099

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics, Biomarkers

A spatial vascular transcriptomic, proteomic, and phosphoproteomic atlas unveils an angiocrine 
Tie–Wnt signaling axis in the liver

Authors: Donato Inverso, Jingjing Shi, Ki Hong Lee, Moritz Jakab, Shani Ben‑Moshe, Shubhada R. 
Kulkarni, Martin Schneider, Guanxiong Wang, Marziyeh Komeili, Paula Argos Velez, Maria Riedel, 
Carleen Spegg, Thomas Ruppert, Christine Schaeffer‑Reiss, Dominic Helm, Indrabahadur Singh, 
Michael Boutros, Sudhakar Chintharlapalli, Mathias Heikenwalder, Shalev Itzkovitz, and Hellmut 
G. Augustin

Journal Citation: Developmental Cell 2021, 56(11), 1677–1693

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

A type 2C protein phosphatase activates high‑affinity nitrate uptake by dephosphorylating 
NRT2.1

Authors: Yuri Ohkubo, Keiko Kuwata, and Yoshikatsu Matsubayashi

Journal Citation: Nature Plants 2021, 7, 310–316

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Proteomics, Signal Transduction

https://doi.org/10.1523/JNEUROSCI.1946-20.2021
https://doi.org/10.1523/JNEUROSCI.1946-20.2021
https://doi.org/10.1074/mcp.RA120.002305
http://doi.org/10.26508/lsa.202101099
https://doi.org/10.1016/j.devcel.2021.05.001
https://doi.org/10.1016/j.devcel.2021.05.001
https://doi.org/10.1038/s41477-021-00870-9
https://doi.org/10.1038/s41477-021-00870-9
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ABPP‑HT‑High‑Throughput Activity‑Based Profiling of Deubiquitylating Enzyme Inhibitors in a 
Cellular Context

Authors: Hannah Jones, Raphael Heilig, Roman Fischer, Benedikt M. Kessler, and Adan 
Pinto‑Fernandez

Journal Citation: Frontiers in Chemistry 2021, 9, 640105

Key words: PAW, Affinity Purification, Signal Transduction, Immunocapture

Afucosylated IgG characterizes enveloped viral responses and correlates with COVID–19 severity

Authors: Mads Delbo Larsen, Erik L. de Graff, Myrthe E. Sonneveld, H. Rosina Plomp, Jan Nouta, 
Willianne Hoepel, Hung‑Jen Chen, Federica Linty, Remco Visser, Maximilian Briknkhaus, Tonci 
Sustic, Steven W. de Taeye, Arthur E. H. Bentlage, Suvi Toivonen, Carolien A. M. Koeleman, 
Susanna Sainio, Neeltje A. Kootstra, Philip J. M. Brouwer, Chiara Elisabeth Geyer, Ninotska I. L. 
Derksen, Gertjan Wolbink, Menno de Winther, Rogier W. Sanders, Marit J. Van Gils, Sanne De 
Bruin, Alexander P. J. Vlaar, Amsterdam UMC Covid–19, Biobank Study Group, Theo Rispens, 
Jeroen Den Dunnen, Hans L. Zaaijer, Manfred Wuhrer, C. Ellen Van Der Schoot, and Gestur 
Vidarsson

Journal Citation: Science 2021, 371(6532), eabc8378

Key words: PGW, Affinity Purification, Clinical research, Biomarkers

An EZH2‑dependent transcriptional complex promotes aberrant epithelial remodeling after injury 

Authors: Huy Q. Le, Matthew A. Hill, Ines Kollak, Martina Keck, Victoria Schroeder, Johannes 
Wirth, Wioletta Skronska‑Wasek, Eva Schruf, Benjamin Strobel, Heiko Stahl, Franziska E. 
Herrmann, Alexandre R. Campos, Jun Li, Karsten Quast, Dagmar Knebel, Coralie Viollet, Matthew 
J. Thomas, David Lamb, and James P. Garnett

Journal Citation: EMBO Reports 2021, 22(8), e52785

Key words: C18, Peptide Cleanup, Proteomics, Signal Transduction

Antibody toolkit reveals N‑terminally ubiquitinated substrates of UBE2W

Authors: Christopher W. Davies, Simon E. Vidal, Lilian Phu, Jawahar Sudhamsu, Trent B. Hinkle, 
Scott Chan Rosenberg, Frances‑Rose Schumacher, Yi Jimmy Zeng, Carsten Schwerdtfeger, 
Andrew S. Peterson, Jennie R. Lill, Christopher M. Rose, Andrey S. Shaw, Ingrid E. Wertz, Donald 
S. Kirkpatrick, and James T. Koerber

Journal Citation: Nature Communications 2021, 12, 4608

Key words: RPS, Fractionation, Proteomics, Ubiquitination, Signal Transduction

Automated and Faster Affinity Capture Method for Biotransformation Assessment of 
Site‑Specific Antibody Drug Conjugates

Authors: Aarti Jashnani, Srikanth Kotapati, Madhura Deshpande, Sayumi Yamazoe, Pavel Strop, 
Arvind Rajpal, and Gavin Dollinger

Journal Citation: Analytical Chemistry 2021, 93(13), 5371–5376

Key words: SAW, Affinity Purification, On‑Cartridge Reaction, Biopharma, Antibody Drug 
Conjugates, Pharmacokinetics, Immunocapture

https://doi.org/10.3389/fchem.2021.640105
https://doi.org/10.3389/fchem.2021.640105
https://doi.org/10.1126/science.abc8378
https://doi.org/10.15252/embr.202152785
https://doi.org/10.1038/s41467-021-24669-6
https://doi.org/10.1021/acs.analchem.0c04685
https://doi.org/10.1021/acs.analchem.0c04685
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Automated Ligand Purification Platform Accelerates Immunopeptidome Analysis by Mass 
Spectrometry

Authors: Lichao Zhang, Patrick L. McAlpine, Marlene L. Heberling, and Joshua E. Elias

Journal Citation: Journal of Proteome Research 2021, 20(1), 393–408

Key words: PAW, RPS, Affinity Purification, Peptide Cleanup, Proteomics, Immunopeptidomics, 
Immunocapture

Automated Phosphopeptide Enrichment for Gram‑Positive Bacteria

Authors: Marlène S. Birk, Emmanuelle Charpentier, and Christian K. Frese

Journal Citation: Journal of Proteome Research 2021, 20(10), 4886–4892

Key words: Fe(III)‑NTA, TiO2, Phosphopeptide Enrichment, Phosphoproteomics

Combined Inhibition of AKT and KIT Restores Expression of Programmed Cell Death 4 (PDCD4) 
in Gastrointestinal Stromal Tumor

Authors: Marya Kozinova, Shalina Joshi, Shuai Ye, Martin G. Belinsky, Dinara Sharipova, Jeffrey 
M. Farma, Sanjay Reddy, Samuel Litwin, Karthik Devarajan, Alex Rosa Campos, Yi Yu, Brian 
Schwartz, Margaret von Mehren, and Lori Rink

Journal Citation: Cancers 2021, 13(15), 3699

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics, Signal Transduction

Comparing the efficacy and selectivity of Ck2 inhibitors. A phosphoproteomics approach

Authors: Christian Borgo, Luca Cesaro, Tsuyoshi Hirota, Keiko Kuwata, Claudio D’Amore, Thomas 
Ruppert, Renata Blatnik, Mauro Salvi, Lorenzo A. Pinna

Journal Citation: European Journal of Medicinal Chemistry 2021, 214(15), 113217

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Clinical Research, Phosphoproteomics

Comprehensive micro‑scaled proteome and phosphoproteome characterization of archived 
retrospective cancer repositories

Authors: Corinna Friedrich, Simon Schallenberg, Marieluise Kirchner, Matthias Ziehm, Sylvia 
Niquet, Mohamed Haji, Christin Beier, Jens Neudecker, Frederick Klauschen and Philipp Mertins

Journal Citation: Nature Communications 2021, 12(1), 3576

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Clinical Research, Phosphoproteomics

Determination of Adenylate Nucleotides in Amphipod Gammarus fossarum by Ion‑Pair Reverse 
Phase Liquid Chromatography: Possibilities of Positive Pressure Micro‑Solid Phase Extraction

Authors: Zuzana Redžovi´c, Marijana Erk, Ema Svetlicic, Lucija Doncevic, Sanja Gottstein, Amela 
Hozic and Mario Cindric

Journal Citation: Separations 2021, 8(2), 20

Key words: Custom, Fractionation

https://doi.org/10.1021/acs.jproteome.0c00464
https://doi.org/10.1021/acs.jproteome.0c00464
https://doi.org/10.1021/acs.jproteome.1c00364
https://doi.org/10.3390/cancers13153699
https://doi.org/10.3390/cancers13153699
https://doi.org/10.1016/j.ejmech.2021.113217
https://doi.org/10.1038/s41467-021-23855-w
https://doi.org/10.1038/s41467-021-23855-w
https://doi.org/10.3390/separations8020020
https://doi.org/10.3390/separations8020020
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Extensive remodeling of the extracellular matrix during aging contributes to age‑dependent 
impairments of muscle stem cell functionality

Authors: Svenja C. Schüler, Joanna M. Kirkpatrick, Manuel Schmidt, Deolinda Santinha, Philipp 
Koch, Simone Di Sanzo, Emilio Cirri, Martin Hemberg, Alessandro Ori, and Julia von Maltzahn

Journal Citation: Cell Reports 2021, 35(10), 109223

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

FRET‑Based Screening Identifies p38 MAPK and PKC Inhibition as Targets for Prevention of 
Seeded α‑Synuclein Aggregation

Authors: Alexander Svanbergsson, Fredrik Ek, Isak Martinsson, Jordi Rodo, Di Liu, Edoardo 
Brandi, Caroline Haikal, Laura Torres‑Garcia, Wen Li, Gunnar Gouras, Roger Olsson, Tomas 
Björklund, and Jia‑Yi Li

Journal Citation: Neurotherapeutics 2021

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

Global proteomic analysis of extracellular matrix in mouse and human brain highlights relevance 
to cerebrovascular disease

Authors: Alexandra Pokhilko, Gaia Brezzo, Lahiru Handunnetthi, Raphael Heilig, Rachel Lennon, 
Colin Smith, Stuart M. Allan, Alessandra Granata, Sanjay Sinha, Tao Wang, Hugh S. Markus, 
Alexandra Naba, Roman Fischer, Tom Van Agtmael, Karen Horsburgh, and M. Zameel Cader

Journal Citation: Journal of Cerebral Blood Flow and Metabolism 2021, 41(9), 2423–2438

Key words: RPS, Fractionation, Proteomics

High Endothelial Venules Accelerate Naive T Cell Recruitment by Tumor Necrosis Factor 
Mediated R‑Ras Upregulation

Authors: Junko Sawada, Carole Y. Perrot, Linyuan Chen, Ashley E. Fournier‑Goss, Jeremiah Oyer, 
Alicja Copik, and Masanobu Komatsu

Journal Citation: The American Journal of Pathology 2021, 191(2), 396–414

Key words: C18, Peptide Cleanup, Proteomics, Signal transduction

High titers and low fucosylation of early human anti‑SARS‑CoV–2 IgG promote inflammation by 
alveolar macrophages

Authors: Willianne Hoepel, Hung‑Jen Chen, Chiara E. Geyer, Sona Allahverdiyeva, Xue D. Manz, 
Steven W. de Taeye, Jurjan Aman, Lynn Mes, Maurice Steenhuis, Guillermo R. Griffith, Peter I. 
Bonta, Philip J. M. Brouwer, Tom G. Caniels, Karlijn van der Straten, Korneliusz Golebski, René 
E. Jonkers, Mads D. Larsen, Federica Linty, Jan Nouta, Cindy P. A. A. van Roomen, Frank E. H. P. 
van Baarle, Cornelis M. van Drunen, Gertjan Wolbink, Alexander P. J. Vlaar, Godelieve J. de Bree, 
Rogier W. Sanders, Lisa Willemsen, Annette E. Neele, Diederik van de Beek, Theo Rispens, 
Manfred Wuhrer, Harm Jan Bogaard, Marit J. van Gils, Gestur Vidarsson, Menno de Winther, and 
Jeroen den Dunnen

Journal Citation: Science Translational Medicine 2021, 13(596), eabf8654

Key words: PGW, Affinity Purification, Clinical Research, Biomarkers

https://doi.org/10.1016/j.celrep.2021.109223
https://doi.org/10.1016/j.celrep.2021.109223
https://doi.org/10.1007/s13311-021-01070-1
https://doi.org/10.1007/s13311-021-01070-1
https://doi.org/10.1177/0271678x211004307
https://doi.org/10.1177/0271678x211004307
https://doi.org/10.1016/j.ajpath.2020.10.009
https://doi.org/10.1016/j.ajpath.2020.10.009
https://doi.org/10.1126/scitranslmed.abf8654
https://doi.org/10.1126/scitranslmed.abf8654
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Hypoxia‑induced acetylation of PAK1 enhances autophagy and promotes brain tumorigenesis via 
phosphorylating ATG5

Authors: Xing Feng, Heng Zhang, Lingbing Meng, Huiwen Song, Qingxin Zhou, Chao Qu, Pan 
Zhao, Qinghua Li, Chang Zou, Xing Liu, and Zhiyong Zhang

Journal Citation: Autophagy 2021, 17(3), 723–742

Key words: SAW, Affinity Purification, Protein‑Protein Interactions, Proteomics, Signal 
Transduction, BioID

Impairment of the ER/mitochondria compartment in human cardiomyocytes with PLN 
p.Arg14del mutation

Authors: Friederike Cuello, Anika E. Knaust, Umber Saleem, Malte Loos, Janice Raabe, Diogo 
Mosqueira, Sandra Laufer, Michaela Schweizer, Petra van der Kraak, Frederik Flenner, Barbel M. 
Ulmer, Ingke Braren, Xiaoke Yin, Konstantinos Theofilatos, Jorge Ruiz‑Orera, Giannino Patone, 
Birgit Klampe, Thomas Schulze, Angelika Piasecki, Yigal Pinto, Aryan Vink, Norbert Hubner, Sian 
Harding, Manuel Mayr, Chris Denning, Thomas Eschenhagen, and Arne Hansen

Journal Citation: EMBO Molecular Medicine 2021, 13(6), e13074

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics

In situ detection of protein interactions for recombinant therapeutic enzymes

Authors: Mojtaba Samoudi, Chih‑Chung Kuo, Caressa M. Robinson, Km Shams‑Ud‑Doha, 
Song‑Min Schinn, Stefan Kol, Linus Weiss, Sara Petersen Bjorn, Bjorn G. Voldborg, 
Alexandre Rosa Campos, and Nathan E. Lewis

Journal Citation: Biotechnology and Bioengineering 2021, 118(2), 890–904

Key words: C18, SAW, Affinity Purification, On‑Cartridge Reaction, Peptide Cleanup, Biopharma, 
Protein‑Protein Interactions, Proteomics, BioID

Mechanisms of Regulation and Diverse Activities of Tau‑Tublin Kinase (TTBK) Isoforms

Authors: Channa Bao, Bekim Bajrami, Douglas J. Marcotte, Jayanth V. Chodaparambil, Hannah 
M. Kerns, Jaclyn Henderson, Ru Wui, Benbo Gao, and Gregory M. Dillon

Journal Citation: Cellular and Molecular Neurobiology 2021, 41, 669–685

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

Multilevel proteomics reveals host perturbation strategies of SARS‑CoV–2 and SARS‑CoV

Authors: Alexey Stukalov, Virginie Girault, Vincent Grass, Ozge Karayel, Valter Bergant, Christian 
Urban, Darya A. Haas, Yiqi Huang, Lila Oubraham, Anqi Wang, Sabri M. Hamad, Antonio Piras, 
Fynn M. Hansen, Maria Tanzer, Igor Paron, Luca Zinzula, Thomas Enghleitner, Maria Reinecke, 
Teresa M. Lavacca, Rosina Ehmann, Roman Wölfel, Jörg Jores, Bernhard Kuster, Ulrike Protzer, 
Roland Rad, John Ziebuhr, Volker Thiel, Pietro Scaturro, Matthias Mann, and Andreas Pichlmair 

Journal Citation: Nature 2021, 594, 246–252

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics

https://doi.org/10.1080/15548627.2020.1731266
https://doi.org/10.1080/15548627.2020.1731266
https://doi.org/10.15252/emmm.202013074
https://doi.org/10.15252/emmm.202013074
https://doi.org/10.1002/bit.27621
https://doi.org/10.1007/s10571-020-00875-6
https://doi.org/10.1038/s41586-021-03493-4


8

Notch‑Jagged signaling complex defined by an interaction mosaic

Authors: Matthieu R. Zeronian, Oleg Klykov, Julia Portell i de Montserrat, Maria J. Konijnenberg, 
Anamika Gaur, Richard A. Scheltema, and Bert J. C. Janssen

Journal Citation: PNAS 2021, 118(30), e2102502118

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Protein‑Protein Interactions, Signal 
Transduction, PhoX

Nse5/6 inhibits the Smc5/6 ATPase and modulates DNA substrate binding

Authors: Michael Taschner, Jerome Basquin, Barbara Steigenberger, Ingmar Schaefer, Young‑Min 
Soh, Claire Basquin, Esben Lorentzen, Markus Raschle, Richard A. Scheltema, Stephan Gruber

Journal Citation: The EMBO Journal 2021, 40(15), e107807

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Protein‑Protein Interactions, Signal 
Transduction, PhoX

Proteomic profiling dataset of chemical perturbations in multiple biological backgrounds

Authors: Deborah O. Dele‑Oni, Karen E. Christianson, Shawn B. Egri, Alvaro Sebastian Vaca 
Jacome, Katherine C. DeRuff, James Mullahoo, Vagisha Sharma, Desiree Davison, Tak Ko, 
Michael Bula, Joel Blanchard, Jennie Z. Young, Lev Litichevskiy, Xiaodong Lu, Daniel Lam, Jacob 
K. Asiedu, Caidin Toder, Adam Officer, Ryan Peckner, Michael J. MacCoss, Li‑Huei Tsai, Steven A. 
Carr, Malvina Papanastasiou, Jacob D. Jaffe

Journal Citation: Scientific Data 2021, 8, 226

Key words: Fe(III)‑NTA, RPS, Phosphopeptide Enrichment, Peptide Cleanup, Mechanism of 
Action, Phosphoproteomics

Proteomics and Phosphoproteomics Profiling of Drug‑Addicted BRAFi‑Resistant Melanoma Cells

Authors: Bohui Li, Xiangjun Kong, Harm Post, Linsey Raaijmakers, Daniel S. Peeper, and Maarten 
Altelaar

Journal Citation: Journal of Proteomics Research 2021, 20(9), 4381–4392

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Phosphoproteomics, Signal Transduction

Response of Saccharomyces cerevisiae W303 to Iron and Lead Toxicity in Overloaded Conditions

Authors: Gordana Čanadi Jurešić, Božena Ćurko‑Cofek, Martina Barbarić, Nermina Mumiši, 
Branka Blagović, and Polona Jamnik

Journal Citation: Current Microbiology 2021, 78, 1188–1201

Key words: C18, Peptide Cleanup, Proteomics

https://doi.org/10.1073/pnas.2102502118
https://doi.org/10.15252/embj.2021107807
https://doi.org/10.1038/s41597-021-01008-4
https://doi.org/10.1021/acs.jproteome.1c00331
https://doi.org/10.1007/s00284-021-02390-3
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SARS‑CoV–2 RNAemia and proteomic trajectories inform prognostication in COVID–19 patients 
admitted to intensive care

Authors: Clemens Gutmann, Kaloyan Takov, Sean A. Burnap, Bhawana Singh, Hashim Ali, 
Konstantinos Theofilatos, Ella Reed, Maria Hasman, Adam Nabeebaccus, Matthew Fish, Mark 
J. W. McPhail, Kevin O’Gallagher, Lukas E. Schmidt, Christian Cassel, Marieke Rienks, Xiaoke 
Yin, Georg Auzinger, Salvatore Napoli, Salma F. Mujib, Francesca Trovato, Barnaby Sanderson, 
Blair Merrick, Umar Niazi, Mansoor Saqi, Konstantina Dimitrakopoulou, Rafael Fernandez‑Leiro, 
Silke Braun, Romy Kronstein‑Wiedemann, Katie J. Doores, Jonathan D. Edgeworth, Ajay M. Shah, 
Stefan R. Bornstein, Torsten Tonn, Adrian C. Hayday, Mauro Giacca, Manu Shankar‑Hari, and 
Manuel Mayr

Journal Citation: Nature Communications 2021, 12(1), 3406

Key words: C18, Peptide Cleanup, Clinical Research, Proteomics

Sensitive and Quantitative Detection of MHC‑I Displayed Neoepitopes Using a Semiautomated 
Workflow and TOMAHAQ Mass Spectrometry

Authors: Samuel B. Pollock, Christopher M. Rose, Martine Darwish, Romain Bouziat, Lélia 
Delamarre, Craig Blanchette, and Jennie R. Lill

Journal Citation: Molecular and Cellular Proteomics 2021, 20, 100108

Key words: PAW, C18, Affinity Purification, On‑Cartridge Reaction, Peptide Cleanup, Biopharma, 
Immunopeptidomics, Proteomics, Immunocapture

Structure of the human signal peptidase complex reveals the determinants for signal peptide 
cleavage

Authors: A. Manuel Liaci, Barbara Steigenberger, Paulo Cesar Telles de Souza, Sem Tamara, 
Mariska Gröllers‑Mulderij, Patrick Ogrissek, Siewert J. Marrink, Richard A. Scheltema, and 
Friedrich Förster

Journal Citation: Molecular Cell 2021

Key words: Fe(III)‑NTA, Phosphopeptide Enrichment, Protein‑Protein Interactions, PhoX

Study of the venom proteome of Vipera ammodytes ammodytes (Linnaeus, 1758): A qualitative 
overview, biochemical and biological profiling

Authors: Kristina Gopcevic, Ivanka Karadzic, Lidija Izrael‑Zivkovic, Ana Medic, Aleksandra 
Isakovic, Marjan Popovi´, Dusan Kekic, Tatjana Stanojkovic, Amela Hozic, and Mario Cindric

Journal Citation: Comparative Biochemistry and Physiology‑Part D: Genomics and Proteomics 
2021, 37, 100776

Key words: RPW, Protein Cleanup, Proteomics

https://doi.org/10.1038/s41467-021-23494-1
https://doi.org/10.1038/s41467-021-23494-1
https://doi.org/10.1016/j.mcpro.2021.100108
https://doi.org/10.1016/j.mcpro.2021.100108
https://doi.org/10.1016/j.molcel.2021.07.031
https://doi.org/10.1016/j.molcel.2021.07.031
https://doi.org/10.1016/j.cbd.2020.100776
https://doi.org/10.1016/j.cbd.2020.100776
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The Human Melanoma Proteome Atlas—Complementing the melanoma transcriptome

Authors: Lazaro Hiram Betancourt, Jeovanis Gil, Aniel Sanchez, Viktória Doma, Magdalena Kuras, 
Jimmy Rodriguez Murillo, Erika Velasquez, Uğur Çakır, Yonghyo Kim, Yutaka Sugihara, Indira Pla 
Parada, Beáta Szeitz, Roger Appelqvist, Elisabet Wieslander, Charlotte Welinder, Natália Pinto 
de Almeida, Nicole Woldmar, Matilda Marko‑Varga, Jonatan Eriksson, Krzysztof Pawłowski, Bo 
Baldetorp, Christian Ingvar, Håkan Olsson, Lotta Lundgren, Henrik Lindberg, Henriett Oskolas, 
Boram Lee, Ethan Berge, Marie Sjögren, Carina Eriksson, Dasol Kim, Ho Jeong Kwon, Beatrice 
Knudsen, Melinda Rezeli, Johan Malm, Runyu Hong, Peter Horvath, A. Marcell Szász, József 
Tímár, Sarolta Kárpáti, Peter Horvatovich, Tasso Miliotis, Toshihide Nishimura, Harubumi Kato, 
Erik Steinfelder, Madalina Oppermann, Ken Miller, Francesco Florindi, Quimin Zhou, Gilberto B. 
Domont, Luciana Pizzatti, Fábio C. S. Nogueira, Leticia Szadai, István Balázs Németh, Henrik 
Ekedahl, David Fenyö, and György Marko‑Varga

Journal Citation: Clinical and Translational Medicine 2021, 11(7), e451

Key words: C18, Fe(III)‑NTA, Phosphopeptide Enrichment, Peptide Cleanup, Clinical Research, 
Phosphoproteomics, Proteomics

The human melanoma proteome atlas—Defining the molecular pathology

Authors: Lazaro HiramBetancourt, Jeovanis Gil, Yonghyo Kim, Viktória Doma, Uğur Çakır, Aniel 
Sanchez, Jimmy Rodriguez Murillo, Magdalena Kuras, Indira Pla Parada, Yutaka Sugihara, Roger 
Appelqvist, Elisabet Wieslander, Charlotte Welinder, Erika Velasquez, Natália Pinto de Almeida, 
Nicole Woldmar, Matilda Marko‑Varga, Krzysztof Pawłowski, Jonatan Eriksson, Beáta Szeitz, Bo 
Baldetorp, Christian Ingvar, Håkan Olsson, Lotta Lundgren, Henrik Lindberg, Henriett Oskolas, 
Boram Lee, Ethan Berge, Marie Sjögren, Carina Eriksson, Dasol Kim, Ho Jeong Kwon, Beatrice 
Knudsen, Melinda Rezeli, Runyu Hong, Peter Horvatovich, Tasso Miliotis, Toshihide Nishimura, 
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