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<=a1F7)LA HELHA
SureSelect XT ¥F¥ F7F ¥ 5475 Y (R4 ) 16RIES | 96RIGS | 96RIES
SureSelect XT Human All Exon V6 Agilent 5190-8863 | 5190-8864 | 5190-8865
SureSelect XT Human All Exon V6 + UTRs Agilent 5190-8881 |5190-8882 | 5190-8883
SureSelect XT Human All Exon V6 + COSMIC Agilent 5190-9307 |5190-9308 | 5190-9309
SureSelect XT Human All Exon V5 Agilent 5190-6208 | 5190-6209 | 5190-6210
SureSelect XT Human All Exon V5+UTRs Agilent 5190-6213 | 5190-6214 | 5190-6215
SureSelect XT Human All Exon V5+IncRNA Agilent 5190-6446 | 5190-6447 | 5190-6448
SureSelect XT Human All Exon V5+Regulatory Agilent 931071 931072 931073
SureSelect XT Focused Exome Agilent 5190-7787 | 5190-7788 | 5190-7789
SureSelect XT Clinical Research Exome Agilent 5190-7338 |5190-7339 | 5190-7344
SureSelect XT Mouse All Exon Agilent 5190-4641 | 5190-4642 | 5190-4643
SureSelect XT Mouse All Exon V2 (mm10 xti) Agilent EA EA EA
SureSelect XT 1A% L 1 - 499 kb Agilent 5190-4806 | 5190-4807 | 5190-4808
SureSelect XT X2 L 1 - 499 kb, BH:E Agilent 5190-4811 | 5190-4812 | 5190-4813
SureSelect XT X% L 0.5-2.9 Mb Agilent 5190-4816 | 5190-4817 | 5190-4818
SureSelect XT AR 2 L 0.5-2.9 Mb,B¥:F Agilent 5190-4821 | 5190-4822 | 5190-4823
SureSelect XT 17X % L 3.0-5.9 Mb Agilent 5190-4826 | 5190-4827 | 5190-4828
SureSelect XT R 2 L 3.0- 5.9 Mb,B¥:F Agilent 5190-4831 | 5190-4832 | 5190-4833
SureSelect XT A X% L 6.0 - 11.9 Mb Agilent 5190-4836 | 5190-4837 | 5190-4838
SureSelect XT # X2 L 6.0 - 11.9 Mb, 5% Agilent 5190-4841 | 5190-4842 | 5190-4843
SureSelect XT AR % L 12.0 - 24.0 Mb Agilent 5190-4896 | 5190-4897 | 5190-4898
SureSelect XT R A2 L 12.0 - 24.0 Mb, BHE Agilent 5190-4901 | 5190-4902 | 5190-4903
ClearSeq ¥% FF¥ 54 T5Y (RM k)
ClearSeq SS Comprehensive Cancer Agilent 5190-8011 |5190-8012 | 5190-8013
ClearSeq SS Eintt&EE ) H—F Agilent 5190-7518 | 5190-7519 | 5190-7520
ClearSeq SS DNA Kinome Agilent 5190-4646 |5190-4647 | 5190-4648
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Agilent 4200 TapeStation System Agilent G2991AA 18E ;N;@ET&itliié‘:ﬁﬁﬁ?é:kﬂ?%
Agilent 2200 TapeStation Agilent gggggxgt[; 1BE DNADEMF-IEEEITFERATEEYT
. ) . . DNADEMRF-IFERICHERATEET,
Agilent 2100 Bioanalyzer Agilent G2943CA BE Expert Software B.02.07 B AHE
) Life RA—IEFDeDNAZ EREICERE T 51281
Qubit®2.0 Fluorometer Technologies Q32866 BE N
TOrVISEREDONATYEHT,
H—TILHA95— Agilent SureCycler Y 30 uLDHEA26 LA FETHRFELGEWNIE
(HotTopf#E )
ARLTRTESVE—RBBENITILHTE
GRE B &SI, 1,800 rpmiZFE TMix AT B
MS3 FIAIL (96 TILTL—hREIHH—) IKA 0003319000 LEE] BHD, TILAA—FUSNDPCRTL—h 458
BF1—J THEATHIHEFHITY DPCRT
L—hTFBYFAVDRBE,
_ o oA . TILAA—EUS DPCRT L —h 08 EF 21—
MS3.5 967 T)LTL—RRT7AYFAUE KA 0003428000 L:E] B 1= L SIMS3F A LI LT
Life 96T LTL—FRAR T Fub, YL T RISH
Dynal DynaMag-96 Side skirted (96 = JL ' L — ) Technologies 967z LT L— T%I:—?ib\%i{é@»fj’fliﬁ('Zg:)b’o)—ﬁ
FrEAKRS T HT 1 ¥ X FG-SSMAG2 e PR 12027, e ISHHEE — 2R 01 TEHR, 08
(EEF 2—T) BAS T 8EF1—TJH Fa—ITREETHHE. SEF21—THt4
= i FG-SSMAG2 ILTERETEDLD (AXSIRTAIR
T4 FG-SSMAG24E)
Tube 120
Mx3000P/Mx3005P 96-well tube plates FE7=Ioptical strip t Agilent 410088 F=I& e X ERT Y —<IL YA ISR LI EFE SR
ubes 410092 Plate 25 |ZZfEATSL
®
. ' . ERATHY—TIY ARG LI HRESR
Tube cap strips, domed Agilent 410096 [ E] 120K ECEETAN
W6V TILTL—rEERTHHEE. FroTD
. - Life . L RDYIZ—LERNSIELTEETAL /N
MicroAmp Clear Adhesive Film Technologies 4306311 LEE] 100 films | 2055, e = o i 26| €L Aorr N ERT
[FzvoELTTEL
Tube-strip capping tool LEE ;CR;:L_? DFYITERRISEMAT oF
DNA LoBind F2—7, 1.5ml PCR clean, 250 pieces Eppendorf 2329055_2030 L E] 250K ;ﬁLﬁ‘ﬁwl&%bf'}‘UL\LoBindéwj”éﬁﬁﬁ<T£
Qubit assay tubes Life 032856 Qubit TegDNAZ EREICE & B1=DICALVE
Technologies o
s ! P10,P20,P200, .-,
ERwyk Pipetman P1000 [ E]

. o o . g " SureSelectDNATYFA(E— 3 F SIRIK
YNTFFLANESIE Rainin L12-20 s [SHUTRBIA>E2 @R T
ERyrFvT #HE. Nuclease-Free, T70OY LT OVHT4)L
A—{tE
INYE—T—F % Kimberly 220,330, 440 |, .,

SAFE SKIN 4'0—7J PRE (S, M, L #4X) Clark (S, M, LY 4 X)

TARINTY

BAI—

RILTYIRIFH—

Ry BARIYKRT |[FEAUI L E]

ST 21— T EEDLE MAE—T FENTF e SEF1—TJEMATHHEERELF IV
v =

96 TILTL—k FEDER KUBOTA PlateSpinII Y ?_eggw’p—héﬁﬁﬁ?éi%extya";y

I avRELVET BEITHELTITR AL

g w eDNAY U TILAY00 ng/uL&YIERETH D

EHER D (96well plateFiA—2—{FE) Savant SC210A e BA . BEONENHYES =

MX3005P )7 LA L EEPCRY R T L Agilent 401449 e FrTFOSNIDNAS AT SUEEREISE R

TEEHICAVET,
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2. HOFILDOFRHE

CDETIE, 5= YTV YFAURDHEIZ, 1 IL2FTZYhT+—LT Sequencing 1T31=8H D4/
Ls DNA(gDNA)®D Sequencing 473N T A EERELTLET,

RIVFTILYIRL = RETODHUTIVIE. EFTENEN BRI TSVRE. NAT U5
AE—230 XY TFrETVET . T T FrEDOY T ILE PCREIBT HLEEIT. HHETIUTY
HREHNER YT ILIZAINLET , SureSelect THF¥TFv I B4—4 VBB O H A XIZHEL T, 1
L=y BRYRK 96 YU TINETT—ILLT. IILFILYIRS—T O RETVET,

EERIZ(X, OD260/280 M LLHY1.8~2.0 DREIICH S = ME D gDNA FERLFEELY,
TEBEIFTIEFEIZDNAZEET B=HIZ. Qubit VAT LDFEREHEHLET,
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STEP1. Genomic DNA QO F{EE7 X T2—4245 O+
CORTYT Tl B—DRIGIZEY . gDNA #EBERRGICEVITEIEL. R IST AV ROEEHIZTS S
BR—ZEHMLET, CORTYTTIE. T 4 1ZRENT= SureSelect™T SAES I EFENBHEL, +

DDA E—DHER 1 2R)EEALET,

& 4 DNA QW RIEET A Ta—FIDRE

Kit Component Storage Location Where Used

SureSelect OXT Stop Solution SureSelect UXT Hyb Module Box 1, Room 0.16
Temperature ’

SureSelect OXT Buffer SureSelect OXT Library Prep Kit Box 2, -20°C p.18

SureSelect AXT Enzyme Mix ILM  SureSelect QXT Library Prep Kit Box 2, -20°C p.18

UTDRTYTERIRT BHIIZ. SureSelect QXT Enzyme Mix ILM & SureSelect QXT Buffer @
Fa1—TJ%# RELTHS-20COT)—HF—AoBYBLKEICEVWTTEL, BRAFEIEERAFIIC
RILTIIRATLoMY LB LTT S, AMPure XP E—X% 4°ChibHHL, BRICEWLTTE
LY,

ARRTYICHERATHHELEMRT HLFEBFIC. SureSelect QXT Library Prep Kit
Box 2 IZ&ENS DMSO OF21—TH. -20°CHSHLTHLNTTFELY, DMSO OF
1—7J(& p.22 CHEMATHET. BRICTRELTTLY,

=l RETIIONAY VTN EIC A TATIVERELET 12 TIVED—TURT HiGEIF.
12 54T SVEARTHEITRYETS,
1. SureSelect QXT Stop Solution DBF/DINILELUT DERBAZERL. KEHAENTH/—ILE
25 %BLEEHERLTTEL,
BREZHEFLTRMIZFEHEIT BRI, 4.5 mL 0 Stop Solution ZELHFEARMLIZ1.5mL D
100 %TR/—ILEMA  ZIEIF/—ILIRED 25 %ITHEHLIIFRARLET . RMLDEEE
SBEYLFAD. RILTYIRIFH TRRHLET , T4/ —ILEMA - &IE. R TEAT ZE
[CTR/—ILHRMEHTHAHZENBRREICH MBI FRNILICHZEFIFTELNTTRIL,
SRBYEAH D 1x SureSelect QXT Stop Solution [ p.19 THERATEHET. EE2E-bYLHOHTER
ITTRELFET,
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2. p20&p.24
DREHERTITDI-ODRELEFELET,

a. EATSH5D AMPure XPE—XZERICRLET . AT HD7%<EE 30 A LULLERIIC. E—
AEERICTHLTBRENHYET . REFLED . RLTESELREIITLTZELY,

b. BHETHEAT D 70%IE/—ILE, 1 HUTI)LIZDE 800 uL (+REI5), ARARLET . [
CRIZEBETIHMDATYTDREED=6D 70%ITR/—I)L%E, CCT—HICRRLTE-obY
FHLTEWTHILEIEERFEFTN. T4/ —ILDRELNBIREICHEEFEZX 5126, AR
BEH T0%ITHA/—ILIZZDBDRIZFEN DI EEFHRELET,

3. gDNAHUTILE UTIZRT KSICZEBEOFIET, HARERE QubitICKYEE-FRLET,

a. Qubit dsDNA BR Assay F1=I% Qubit dSsDNA HS Assay # L\ T. & gDNA S 7 )LD F)HA
REZRAELEY, Qubit DERYIRWVEGBAEZSELTT SV, RELGHALRERDO=OHIZK
gDNAZERICEEL. BYLEZRAVILELAHYET, TD=HIZCOZEBEEOFRAT
VI FRIZEETT,

b. DNA QRFEHIFEE(Z{LY LoBind M 1.5 mL Fa—T#ALVT. Nuclease-free 7K T%& gDNA
Y27 IL%E 100 ng/ul DEREIZHFRLETS,

c. HE Qubit dssDNABR Assay #FL T, 100 ng/uL IZEAZELT- gDNA BT ILDREEETE
RSEREICRIELEYS

d. c THEAIELEZREZLLIZ, LoBind @ 1.5 mL Fa—TJZRLVT. Nuclease-free /K T&
gDNA 4> 7 )L DR BITREZ 25 ng/uL ITFRELTT LY,

REEIEREBH=HIZIL. DNA T H L OB EBEF EREICOVA—ILT S0
BEAHYFET AL REDERBERIBT S, F—IL YA ITBNRORTYT
4 [CREBDBYEEINTNDIEEZHERLTTEL & 5ICREINTLDEY,
45°CTIX 10 K EBABLEWKSICTEE TSN,

4. SureCycler 8800 H—< LY A95, HLLLIFHEETEH—TILYA(UFT. & 5I1TRTTAT I L
ZERELFET , Heated Lid [ On IZLFET . TRV S LERFI—,SE TERKIC Pause ##L. B

L RIEDZEfHEZELTLVSHREIZ Heated Lid AMEEDREICET HKIICLET,

£ 5 DNAMHIEDY—ZILYA495T05 5L

SureSelect T Target Enrichment System Kit for lllumina Multiplexed Sequencing
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Step Temperature Time

Step 1 45°C 10 minutes
Step 2 4°C 1 minute
Step 3 4°C Hold

K EIZHSD SureSelect QXT Buffer & SureSelect QXT Enzyme Mix ILM Z & &R EDRILTY
DRZXHYTLCEEBLTREV A UL K EIZEEE T, SureSelect QXT Buffer (4886 T
HENBN=H. TRICEDLNYERET A ENRBELH LD -OIZIIBHOTEETT .
NoDHEF-20CHLIYHLI-FFRTRATHY . RORXTYT 6 THEALELZETCIC
-20CIZRLTTFELY,
UTDORTYI T ERATIHAEDENZEDIESDETEL. DNABTFDO YA X
DELDEEL LT AREENHYET,
SureSelect QXT Buffer & Enzyme Mix (&, O THENBLVARTT . U TDR
TYVTTREINTVD, BEBSITREDAEITA>TERTHLIICTIETS

Ly, T%@#%é éf’&)( [i %nt%&;uﬁﬁlﬁlﬁéxél i’] I-/kbmd—éu
ELEBHTEETT,

96 V)L PCR 7L—rh 8 BRM)wTFa—T#RANT. KETHRAIERIGARERARLETS,
RIGEEERTHERED. LTICRTBYDIEF TNASBENHYET , SureSelect QXT
Buffer & Enzyme Mix [EFL2Y I RIZLIENVTTELY,

a. YU TILHITILIZ 17 uL O SureSelect QXT Buffer #MZET

b. SureSelect QXT Buffer #F A= /LIZ, AT7vF 3 T 25 ng/uL [THEELT=% gDNA H
7 2uL EMZAES . DNA £53E9 B0 ERYNFYTEVTILDEIZ DT DNA 0t
HI AL EFELTTSEL,

c. 2uL @ SureSelect QXT Enzyme Mix, ILM Z&HY > FILI)LIZIIZET , Enzyme Mix &
SET B ERVNFYTEIIIDEICDF TREZMH I LS FELTTEL, 2
uL @ Enzyme Mix ZHH L1z . 8-10 BIERYTAV T THBRDT YT FI%ITULN, #5ED
BVRERBRNERVINFVTIZELST FRICVIILRIZEINDESITLTT SN, O
RTOIILADBFTROEEE 21 uL ITBYFETS,

DI LEHFLLF YT TLOMNEHL, AN YT Fa—TFLETL— I, EREREDRILT

VY AZHY T 20 HERIEL. RIGBRNTLITREESEIICLET,

YUTIWERELA DL, FCICAM) T Fa—TF[ETL—r%E Pause LT#H% SureCycler

8800 LE DY —TILYAU3IZYRLET , Play RAUZHL . Pause SETLV=k 5 DH—<
WHAH) 05 T0T S LEBRSETTSL,
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9. H—TIIHAYZHTI0 MEYLTILEAoFaR—230 LTSI, p.20 TERT S
AMPure XP E—X#RILTYIRZIFHTLoMYEBHL. —IZLTTELY,

10. B—TILHYAIFH4C 1 BRIV Fa1R—230F T T LT CHUTILEKEIZHEL, ED
MZTDRTYT 11 IZTHATLESLY,

11. 32 uL @ 1X SureSelect QXT Stop Solution(25% D IR/ —ILEETIRE)ZFNEFNDOM A LR
SRIZIAES . DI LEFHLLF vy T TLoNYERL. SERBZEDRILTYIRIXH TS
RIBELET . BKREVADULTREVIILDEIZCEDHFT,

HUTIWEERT EAUFa2_R—230LFT, 9<I2p.20 DFETOFILITEATTELY,

SureSelect T Target Enrichment System Kit for lllumina Multiplexed Sequencing
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STEP2. AMPure XP E—XIZ k3T FA2—{11 gDNA SA4TS5) DFER

10.
11.

12.
13.

14.

20

FATZ014<EH 30 D LLERTIZ, AMPure XP E—X(4°CIRF)E=RICRLTHELESIZLET,
HY—TIL YT A495% I7°CICERELTHE=ET,
TORATYT 6 THEATE70%IL2/— LD EEHHEEHERLET,

E—XBROKEOBNY—(THEFET, LCRELET . RLTESELRNKSITL TS,

¥ —7ZRBEIZLT=- AMPure XP E—X&i& 52 uL 2. DNA YU TILA A =& z)LICmAET .
DTVEFLLF YT TLoMEHRL, AN YT Fa—TFFTL—rE 5 BERLTYIRT
FGRAL.BAREVAYULET  E—RZEICERIETITRUBSI=ERFE T2V TILDE
[CEHDEIITLFET,
E—XBROKRELCENY LT ILITILATH—THHLEHRLTTIL, E—XDEOEH
BRAOHDERNEEE S . - LR THILENHYET,

YT I%E 5 ol ERTIUFa~—2avLFET,
Fa—TFELFTL—rEHARIVRICEYNET  BRNBRIEDIETHLET (3-5 2 HRE
o

Fa—TJFEETL—rEEARIVFICEYNLFFE E—XERUGAFEVNKSITEELT, &
Bi% L EARERYBREET, COB. ERVEDETE —XITANGWNKSISEELET,
Fa—TFLIETL—rEHBERIVRIZEYRLIzEE. 7T0% T2/ — LB R EZ D TILIZ 200 uL
FTOMAFES . TR/ —ILDRENEUREICHEEE5Z 510, 70%T 2 /—)LIEARRARLTT
A

BBRMNERICIELET, TOFF1DMEHELET . TOR 70%ITR/—ILE  E—XERIVAFEL
WEIITEBELTRYRKRE . BELFET,

6 &7 DATYTEES—ERYIEL. 5t 2 [@ Wash #1TLVFET , & Wash ATy T T, EIZTH/
— LA BRYBRANSEIITLTTELY,

I7TCIZEYPLIzY—TII YA IS LT YT ILE 1-3 RRERESEET, —ILYFLI5D 5
FIFRATFERICLTEEET . BEDIEIETEITHRIILET,

11 uL @ Nuclease-free KE&ITILIZIMZAET,

DT LEFLDF YT TLOMNEHL, RILTYIRSFH TIBRLI- R BKREVT UL
F9 . E—XZREICEBEIE T ITRUBS-BRAEZTEVTILDRICEDHDESITLET,
ZTHDHRERT2 fEAUFa~R—2aVLFT,

Fa—TFELETL—rEHBRIVRCEYNL T, BRABRICGELIET 2 HHEEHELET.
CDIREET, RSN 1= DNA [FBRDIFSIZH-L>TLET,

EEAR R 10 UL EFHLLDDLIZEL K EICEEET , COKITHESR DNA A #E-TLSD T,
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BRERTHEVEIITERL TSN E—XF DR RTEELET,
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STEP3. 74 A—{hn gDNA S4T5) DIEE
CDRTYT T, 7ETA—ftnEht= gDNA S4T5)%E#E L. PCR #EigzmI+ET,

1.

LTORIZHIREZBMBL. RILTYIRIFY TEICRELIZE. DMSO LISV EK EICEEE
9, DMSO [FEIEMERRICEEZET . UTORITTY &Y. SureSelect QXT Primer Mix D&
SureSelect QXT Library Prep Kit Box 2 Tl3%i< SureSelect QXT Hyb Module Box 2 [IZA>TLY
F 9, Library Prep Kit Box 2 IZIZfth D RRIZALSBID Primer D88 & 510, BEZHLVEKS

[ZEELTTELY,

% 6  Pre Capture PCR 181BIZ{# Y S 28

Kit Component Storage Location Where Used
Herculase Il Fusion DNA Polymerase SureSelect QXT Library Prep Kit Box 2, —20°C p.22
5x Herculase Il Reaction Buffer SureSelect QXT Library Prep Kit Box 2, —20°C D.22
100 mM dNTP Mix (25 mM each dNTP)  SureSelect QXT Library Prep Kit Box 2, -20°C p.22
SureSelect AXT Primer Mix SureSelect QXT Hyb Module Box 2, -20°C D.22
DMSO0 Transferred to Room Temperature storage on p.16 p.22

UTRICEESNTNDESIZ. KETREED PCR RIEIVIREZERLES . RD 16 51475
VADEIF 1531473UHEYVH1.06 EOETHHEINTVET . RILTYIRIFHTICGREEL

F9,

&k 7  Pre Capture PCR RIGI VI AD &

22

Reagent Volume for 1 reaction Volume for 16 reactions
(includes excess)

Muclease-free water 25 uL 425 uL

b= Herculase |l Reaction Buffer 10 pL 170 pL

100 mM dNTP Mix (25 mM each dNTP) 05pL 8.5 L

DMS0 2.5l 425 pL

SureSelect OXT Primer Mix T pL 17 pL

Herculase Il Fusion DNA Polymerase 1L 17 pL

Total 40 pL 680 pL

EDRFYT 2 THRELLT- Pre Capture PCR RIGI VSR % 40 uL, f&EN-% DNA SA4TS5Y)

HoF)L10uL 1Tz %S,

DI LEHFLLF YT TLoOMNEHRL., RILTY IR TS EREONEBRLET ., YU TILEE

CREUE UL, BREITIDEIZEDET,
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4. Fa—TFEEIETL—rEHY—TIL Y4952y, R 8DTAY S LERIALET , Heated Lid
[ OnIZLET,

% 8 Pre Capture PCR DY —< /LY (957053 L

Segment Number  Number of Cycles Temperature Time

1 1 68°C 2 minutes

2 1 98°C 2 minutes

3 8 98°C 30 seconds
a7°C 30 seconds
12°C 1 minute

4 1 12°C 5 minutes

5 1 4°C Hold

SureSelect T Target Enrichment System Kit for lllumina Multiplexed Sequencing

23



STEP4. AMPure XP E—XI[Z&518IEEN - gDNA SATS5) DFER

10.
11.

12.
13.

14.

24

FHTH07%<EL 30 2 LLLERIIZ, AMPure XP E—X (4 CIREF)ZERICELTHELKLIIZLET,
HY—TIL Y A495% 37 CIZHBELTHEEET,
TORTYT 6 THEATE70% T2/ —ILHKEEHLIELEHERLET,

E—XBROKEOCENY—ITHEET, LCRELET . RLTESBALKIICL T,

) —74KEEIZL Tz AMPure XP E—Xi&i& 50 uL %, DNA H>7)L 50 uL B A-f=&o)LIZHN
ZET . VTLEFLOF YT TLoMEHL. RNy TFa—TFIETL— % 5 WEARILT
YIRATEGREBL. BLREVAIVLET  E—RZEICERBIE TISRUB- &AL TEYT
LWOEICEDHDELIILET,
E—XBROKELCENFUTILITILVATH—THAIILERRELTT L, E—XDEFEH
BRADHDERNFELE T —LBETHILENHYET,

YU TIE 5 S BRETIoFaR—avlEzT,
Fa—TFLIETL—,EBBRIVRIZEYNET BRI BRICEDIETHLET (3-5 2 HIE
),

Fa—TFLETU— BB RIVRIZEYrLIFEE E—XERVAFZVLSITSERLT. &
B L BEAHREBYBREET, SO EXRVFDETE—XITANGNKSITEELET,
Fa—TFLFETL—rEHARIVRICEYNIZEE. 70% T4/—ILiFKEEYTILIZ 200 uL
TOMAET  TR/—ILDRENBIREIZEEEZ5Z51-6.70% IT42/—)LIXTESI1+ A
BT BHILEHELET,

BROIBRICEDIET. ZOFFI1NHEBHELET, TOR 70%TH/— L%, E—XZFRIVAEL
WESITFELTRYRE. BELET,

6 &7 DATYITEELS—ERZYIRL, 5 2 [ Wash Z1TLVET . & Wash RFv I T, EEIZT4/
— LA BRYBRANSEIITLTTELY,

7CIZEYb LIz —T B (IS LT YO TIVE 1-3 DREIERSEET . U—ILTF(I5D 5
FIERAF=FFICLTHEET . BEDERIEETEHLIITLET,

13 uL @ Nuclease-free KE&ITILIZMZET,

DI LEHFLOF T TLONEHL. RILTYIRIFH TIBIRLIZE., BREVAYIUL
FI . E—REREICEBIE T ICRUBHSI-RALZFEDIILOEIZEDHDLIILET,
ZTO®HERT2 HEA Fa2R—30LET,
Fa—TFELETU—MEHBRRIVRIZEIA LT, BRNBERICEIET 2 HPEEEHELET.
COIREET, #EREh - DNA [ZIFEDIFSH-TVET,

EEHE H13 UL EFHLLYILIZBLES . CORIZHKES. DNA AL TSN T, REETE
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WESITEFBLTZEW E—RIXC DR R TEELET,

Stopping Point  ROZRTYF ST CIEELVES . COHL T LEY T LEBHL TR THN
[F4°CT. REATHNIX-20 CTRETHENTEZET,

SureSelect T Target Enrichment System Kit for lllumina Multiplexed Sequencing
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STEP5. BRikEI<&D gDNA ATV DY A XFzvILtER

AR BIEL-T7H T2—{4Z gDNASATSUD YA XEREE . INMFT7F54Y DNA1000 7
44 L<[% 2200 TapeStation ZEHWVTRIELET .

[Option 1: /X4ZF7FS54F D DNA1000 FyvFEAEXTVIMEFESBES]

26

HHE—XHBHYUTITEALTWAE NMATFIA Y DAERRICEEZES
BEZ BN HYET . Yo TIADE—X DAV EIR—av iEhhbi5
B.HUTND AL =TL—b0Fa1—TEHWAEREIURIZEYRL ., HEE—XER
DIEWESIZEEAE 1 UL B TNAAA T FIAF THMLTTILY,

NAFTFIAFOEBERELET , EREICEEZITIOH., BBV —F—FvTITANT
BEZET DK 350Ul (X, EHEDREZRBPIZITIEED. AIEDECKIBLTTSL,
DEIZIEC T NAFTFIAFDHART VOIS E T o T,

Agilent 2100 expert Y 7k 7 (version B.02.02 £ LLIXZFNLUL) #EEIL. N\(ATF 54
PAREKEDIAZ2 =y —2a & HERLET,

AT TFIAFOREAARIHEN, FUT BTV SFERELET,

AN SIFVTENAFTFIAHFITvbLET, FyTREE . 5 DFLURNITTUERE—
FEEDBENHYET

INAFTFS54F D assay DA=a1—h b, #EH)% assay #RIRLET,
TUERFI—EEET Data AVT VRIS HUTILEB LUV IAEEZTRAHFT,
SURTER. BREFIVILET LT DFKBRD K52, 245 bp-325 bp DEEICE—T by
TEHD . AATEI VT IWE—IDHEEEHRLET . CORATE—VLARDREEZNA(L
7545 D Region Table #8:ZFAWLT. BIELET . BT A DR/ A3—IZIF YU T ILET
ZLDEVNDRLNDIENHBYET . CORATE—VDBREF/NAAT 545 D Region
Table #EEZAWVT. AIELET . ERLEEEDNT=OIZIE. Boh-BENFYIDOEZEEN
THAHEZHERELTTELY,

gDNA SATSUDE—IbyTH 245 bp KYEMNZYEWNMGE . PO F{ERXT
V71252 E gDNA 2 FILEMD 50 ng KUM= ATREMED HY .
Duplication Rate @& L\ Sequencing T—A2 &S ATREMENHYET . HIZDNA S
ATS)DE—YbvTH 325 bp KYEMEYRIMEE . RFD gDNA ST ILDE
M50 ng &Y ZHho=AIREMEMHY . On Target %D ELY Sequencing T—42 &% 5
AIREMEA HYET .
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—y o ¥ ~r T T T =X T
15 S0 100 150 X0 200 400 500 700 1000 1500

—— T v v . ’ . — -
15 % 100 150 20 300 400 S0 700 1500

2 BIEShI=TH TA—{FE gDNA 54T 3') D DNA1000 7Vt 1 DikEIE,

o]

Stopping Point RORATYITIZFTCIZEFLRMEE . 20D DNASATSUIEDTILEFELTACT

—Be. REITHNIL-20 CTRETHIENTEET,
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[4200 / 2200 TapeStation & D1000 Screen Tape Z{F5154&]

1.

3.

28

NAFTTFSA4HFDHK4YIZD1000 ScreenTape (Agilent p/n 5067-5582) & D1000

HE v (Agilent p/n 5067-5583) 2 E AT 5 A ETEIRT 5L TEEY . 5l
(X Agilent TapeStation User Manual #& B L TLZ&0Y,

Agilent 2200 TapeStation User Manual 5 BLTH T ILEEFE L TT I, EBigShi= DNA S
473')% 1 uL ExY. D1000 sample buffer 3 uL &LBELET .

EFEREEEDT=5HIZ, DNA & sample buffer &8 1=t 7 JLIL. TapeStation {1/
RILTYIASFR Y TITARIILICIEEDEME. FRORILTYIREEHLTHENMGS
B EEICHRELTI0# x2 B, EERITEEALTTELY,

Agilent TapeStation User Manual #28BL T, Step1 DY FILTL— MR TFa1—T
D1000 ScreenTape & Loading tip & TapeStation [ty cLET . SUERIBRLET,
BREFIVILET UTRODKBBEOD L5457 A F5H. 245 bp Hi> 325 bp FHEDRIEIZ.
UG IWAATE—YIDE—I M THHEILEHERLET . CORATE—VL2EDEEE
Region Table ##t# AT, BIELET . BIF DR H/N2—UICIZH VT ILEITE L OENNR
LNBHENHYET . BoNEENX VO EEHENTHSILLHRLTTEL,

gDNA SA4T73DE—SkyTh 245 bp KYBLMEYEWNES . RI DO HFIERT
w2552 gDNA YT ILEH 50 ng LY D iEho1=mTEetE N HY .
Duplication Rate @& L\ Sequencing T—A2 &S ATHEMENHYET , BT DNA S
ATSVDE—IbyTH 325 bp KYEMNHEYRIMEE . XD gDNA ST ILDE
M50 ng &Y ZMof-ATREMEAHY . On Target %0)1&\ Sequencing T—42&% %
ATREMENHYET,
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Sample Intensity [FU| (10°3)

T T T
ol o Size
& gl s r
wn v a8 a al 8| a8 =1 =3 ‘.bPl
n T — ~N ™ - [ ~ el Bl
& &
el
\.pdt‘ =R
25 4. .-
— 20
<
=
5 1
[T [
2
g
£ 4
o 10 4
E_ o4
E
A
5 o
a )-N—-\-ln/\‘\—_
gl g Size
w = = 2 8 8|8 2| 3| & [bp]
N v =1 ~ m o | e = | -

3 g7 4 T3—{tE gDNA 54T 51D 2200 TapeStation & D1000 ScreenTape [Z&k%

78 2) | EI8

Stopping Point ~ RDATYT I CITHEFLMES . ZD DNA S4TSR T EEHLTACT

—B. REATHNIE-20 CTRETHIENTEET,
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3. N(TYFAE—av X vTFv

CDETIX. BIETHABLE-7H T2—(+E gDNASATS) 7L MED SureSelect X 4
FuS5A4T5)E NAT)EAE—2aVHEETOVF U TREEEBITINATVFAXLET /N
ATVEAE—230 D%, ANVTMTFESUE—XTE—S YN FEF YT FvLET,

SureSelect ¥ ¥ TF ¥4I F)ET7H T2—E gDNA 4TS D LLIE, FHLD
Capture $IFEEF5-OIBHTEETYT , FAFILEEHDEIZHK LT, /(T
FAE—230FFT>TLZELY,

FYTFrD=HDNATIVTAE—2av (& 1.5 BREATLET A COMIZ 30 uL
ELSDEDNAT)BRDEREHCBLELHYFET,

RRETIANDLT . RBRTHEAT S FED Y —TIL Y AUFKE (Heated lid 1
&), Strip Fa—THLLUITL—., ¥—IL A (Strip £+ THLLIE Adhesive
seal) DA EHE T, F¥TFHS/4T 3V ETFTA—FEgDNASATSUE AN
EUMKEET. K 30 UL ZN\ATVBROKRDOYIZAEL. p.33 ICRED/NATYF A
HF—2av DY —TIIH (05T S5 LEERTL. BRITRAMET T, 4
FTHEATIFEDVIILRISSIVIC, TRAM LT LEYLTHET HL51ZL
TSN (VT VITESTUE, THEFRTEFENELGDILEDHAHYFET) . FrvTd
LLFS—IVIZE B ERAEHRICITOIENEETY,

AREEF 4 uL #BAEOESITLTZALY,
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STEP1. NATYFALEB—LaVICAWNRTH Ta—1E gDNA SATSD5H3E

NATNVFAE—aV RSIZCHWAS TS 72—+ gDNA S4TSDE (X, SureSelect XT F¥TF¥5
ATV DYAXIZ&>TER 9 DKIIELBYFET,
%9 THATA—{tgDNASATSIDE

Capture Library Size Amount of prepared gDNA Volume of prepared gDNA library
library used in hybridization samples added to hybridization
All Exon Libraries and 750 to 1500 ng DNA 12 pL

Custom Libraries =3.0 Mb

Custom 500 to 750 ng DNA 12 pL
Libraries <3.0 Mb

1. 7HETZ—{FEgDNASATS) % LLTFITRT FIET 96 V)L TL—rHLLIE 8 EFa—T D/
ATVFAE—2aVETIVIIVIZANE T BIDRTYTTNAF T FI4 56 LLIE
TapeStation M Region Table #EE THONTZEELTEIC R I ITRENF-EBEN THAREL., &ZK
EDTHTI—{1E gDNA SATSVEFERTEHEIICLET,

a. AIExonS473U% F¥TFrH 44X 3.0 Mo KYRKEWHRZLF AT Fr314T35)EH
WTNAALTYEAE—2 a2 E 5B, BYTILIZRK 1500 ng DTS TA—1E gDNA S4
J35')%& At nuclease-free KEFAWLWTHREZ 12 uL ITFALET,

b. FvTFrHAXH 3.0 Mb UTFTDARZLFYTFrI34T3YERANTNAT)F(E—3

VETIRIE. ZEITIVIZERK 750 ng DTHETA—{FE gDNA SA4TSUE AN,
nuclease-free KEFWWTHRE% 12 uL I(TTRAELET,

SureSelect T Target Enrichment System Kit for lllumina Multiplexed Sequencing
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STEP2. 74 7A—{t& gDNA 5147 5') & SureSelect X ¥ FF¥SA4TSUDNATIVF
A1E—3ay

ZDATYTTIX,. & 10128 EHSIN TULVS SureSelect QXT Reagent ¥V DRFEEZRAUVET , RIZEE

BOEHT, EREZRMBLTTIN, EREEZRILTYIATRAL. AEVAO U LTREF1—T
DEIZEHET,

R 10 NAITNVEALE—2a30 X TFrIEHET RS

Kit Component Storage Location Thawing Conditions Where Used
SureSelect OXT Fast SureSelect OXT Hyb Module  Warm to Room
Hybridization Buffer Box 2, -20°C Temperature (RT). then
keep at RT

SureSelect OXT Fast SureSelect QXT Hyb Module Thaw onice 0. 32
Blocker Mix Box 2, -20 '
SureSelect RNase Block  SureSelect QXT Hyb Module Thaw on ice

p. 33

Box 2, -20

SureSelect"T Capture -80°C Thaw on ice p. 34

Library

Fa—TDRAN) T Xy TENTRENHIATYITIE. BEXF Y T£2T 5
BRICIELTEFHLDARARN) T oy T2 EALTTFSL RN T X vy T 2B FIA
FBHIETYUTINEORLIZY, T ILDIAVAZR— a3 EBLMY H—<
WHAISTOAFaR—2av YU TIVBENRERICHE--YT D HTHE
HHRHYES

1. 12uL O7FTE—1F+E gDNA 514 T3YEANT=RITILIZ, 5 uL O SureSelect QXT Fast
Blocker Mix ZMAET . ERYTAUF % 8-10 BT TREA L%, vz ILEHLLVF YT TL-
MEHLET . SEREDRILTYIRTS WEIEELIZR. REVEIVLET,
YUTNEANTZDTIVIEERFE AT, 74 T4—{1EgDNASAT 5! + Fast Blocker = 17 uL [Z%%
YES,

2. LoDYEELE-FFEDRET, 74 T4—{+E gDNA 54T 3!) + Fast Blocker #&A1=TL—k

P LLFF1—TEH—TILYAH3IZBL. R 11 OTATSLERS—,EHEET, Heated Lid (&
OnlZLET.
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EE: X 11 M Segment 3 [CA2=b—BH—T LY A95% Pause LT T &L, Segment 4 [
ABEIZ, p.35 DRATYT 5 TNATNVEAE—2a>vDIT)LICEBIZREEZMZDLELHYET,
Y=Y AU5TAT S5 LD Segment 1 &£2 DREIZ, RORTYT 3 ERTYT 4 IZERE SN TLY
LREQERBEMIBLTTEIN ChoDHZEDERDTT T A Segment 1 & 2 DREIZHRHBAL
BA (X, Segment 3 TH—TILH A 95% Pause IREEICLI-RIZHREDEHERHOETHEN
FE A

£ 1M N TVELE—2av DY —TLH (19570554 *

Segment Number  Number of Cycles Temperature Time
1 1 95°C 5 minutes
2 1 65°C 10 minutes
3 1 65°C 1 minute (PAUSE cycler here)
4 60 65°C 1 minute
37°C 3 seconds
5 1 65°C Hold'

T —INHA95TAT 5 LERG— T BB RISHRYa—LAIE 30 uL ITERELTFEL
(Segment 4 TORKEIGE/NAT YR 21— LIE 30 uL ITHEYET),
T H—2 )L A195h Segment 5 D 65°C Hold DRAT YT IZA21=5, p.37 D DNA DEYRR TV
ZRIBLTTELY,

heated lid(52)I[FE<EHD T, BN TOIFEZLIGEVKIITHERLLESLY,

3. & 12%3MBL T SureSelect RNase Block 0 25 %% % (RNase Block 1 : Nuclease-free 7K 3)
EEELET, —BICREBTEINATIFTAE—2aV RIGEDB+RENDZABMLTT IV, FRE
KGREL. RNase Block DAY I DFa1—TEFREDF1—TEKLEIZTEVLTTELY,
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% 12 RNase Block # iz DaE5

Reagent Volume for Volume for 16 reactions  Volume for 96 reactions
1 reaction (includes excess) (includes excess)

SureSelect RNase 0.5 L 10 pL 50 puL

Block

Nuclease-free water 1.5 pL 30 uL 150 pL

Total 2L 40 pL 200 pL

RDRATYT 4 IZEEIN TS Mix £, & 11 D Segment 3 TH—TILH (95
% Pause [C9 AERTZHHLTTEL, O Mix [TERBTHREUL, RTYT 5 TFL
TH—{+E gDNA ST S!) + Fast Blocker [CIIZ BB m CTERRIZHEO>TLNAIEM
BETY, LHLEMS, SureSelect ¥ ¥ TF ¥ 3473V ELBFRIE. HEYRE
BEBICECCEIFEE LBV, FATIERNICARLET,

4, XXTFoSATIINATVEAE—230 MixERBELET , T TFr o4 XIZEL T, & 13(Al
Exon. Focused Exome, Clinical Research Exome, Inherited Disease, Kinome. 3 Mb Ll LD ¥
Y IFo B A XDAREZLF T FHSA4TIIDIGEE). HLLEER 14(3 Mb RiEDFvTFrHA
RADHRBLFNTFvI4TI)DIGEE)ESBLTTEVN, D 16 SATSVHDEF 15475
J$H1=YU# 1.06 FEDETHHESIATOET . BEREDRILTYIZAIFH T 5 EKIRHL. X
EVZOULTTEN, ZOHRBONMIRDRT YT THA TS,

& 13 FNTFvIA4TIIVNATIVFA(E—2a> Mix DFE

(All Exon, Focused Exome, Clinical Research Exome, Inherited Disease, Kinome, 3 Mb Ll E

DXNTFHAXDHRELXNYTFS54TS)DIFE)

Reagent Volume for 1 reaction  Volume for 16 reactions
(includes excess)

25% RNase Block solution (from step 3) 2L 3L

SureSelect"T All Exon Library, DNA Kinome 5 pL 85 L

Library, or Custom Capture Libraries =3 Mb)

SureSelect OXT Fast Hybridization Buffer B L 102 pL

Total 13pL 221 pL
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£ 14 FTFvSA4TIVNATI)FALE—3> Mix DR
B Mb KFEDF ¥ TF¥H A XDORILF Y TF¥514T3DIHE)

Reagent Volume for 1 reaction  Volume for 16 reactions
(includes excess)

25% RNase Block solution (from step 3) 2pL 34 pL
SureSelect"T Custom Capture Library <3Mb 2 pL 34 pL
SureSelect OXT Fast Hybridization Buffer 6L 102 pL
Muclease-free water JuL 51 uL
Total 13 L 221 pL

5. H—<ILYA4U5HFK 11 D Segment 3(65°C1 4 EFAIALI=53 <, Pause /R EHLTIZE
W U—TILYA95% Pause [CLT=FE., 74 T4—1+E gDNA 51T 3!) + Blocker #Z A1
TIHY =LY AISRIZHHRETEZRY ., FIRTY T TRELEZRDF YT FrS14T3Y
NATYFAE =230 Mix & 13uL T DR ITILISINZES
EXRvT127% 8-10 BT, BELGEELET,

6. DTILEHFLLXYYTTLoOMEHLET Y—TIL YA UFELTT LMD SureCycler &8
FELDIFZEIL Domed Cap ZHFENT IV FVTILNEEICHLHIN TSI LEEZELTTS
W TL—FKIE 8 EF 2 —T 2 —TIL YA IIHLRYEL, SRFZEDRILTYIRIFYT
5REBEL. RELA I L% TL— LKL 8 EF1—TEH—TILYAIFICELET . 20
B HUTIDELRICERICAZATLELLRNELSIZ, FREAToTZALY,
WERTN\MITIFTAE—2aV RIGETIBEVTILIEHI 30 UL DBEREEHFT .

7. A THE—+E gDNA 54T 31 & SureSelect F v TF v 54 TSVENATVEAE—2a0 S €S
=z, Y—<IHAIS5DIPlay FRFVERL. H—<IIL YAV TOAT S LEBRLTT S,

YT AT RTOVTIILHERICERASN TSI EERERLTZSLY,
Fa1—TRTL—reFryTORMICH T TERELH D L. RIT/NAT I3
ELTLEVWET . NATUVFAE—23 24 uL LEDBRDEFKLGEESIZ,
ERIHERT S PCR IL—hOFa1—T ., FrvT7 DA EHETTAN TS
LYo
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%III

STEP3. DNA NATYYRX T F D= DA TFFPECUHMEAE —XDRAS

ZDRTYTTIE. K 15 [ZEBE; SN TLVS SureSelect QXT Reagent D RE(TINZ ThuttE D
ARVTRFES U TCA—TAV T SNEHRE—XERAVET (R 188),

£ 15 NATUIRFLTFrIcERATHHE

Kit Component Storage Location Where Used
SureSelect Binding Buffer SureSelect QXT Hyb Module Box 1, RT  p. 36 )
Wash Buffer 2° SureSelect OXT Hyb Module Box 1, RT  p. 37
SureSelect Wash Buffer 1 SureSelect OXT Hyb Module Box 1, RT p. 37

* ZOF1—T D5 JLIZIE SureSelect Wash Buffer 2 F71=[& SureSelect QXT Fast Wash Buffer 2
EEREINTLVET,

UTDRATFYTTIEAYUTLD T ORNTNTFEDVE—R%E%iET DA EET
BLTOWFETH, JYRBEOHAELIHIEE. EH YT ILAE1.5mL DFa—
TR1.5mL/50 ML QA=A Fa1—TRETERFTHEBHXFET . TDHE. O
REEEBLTRENESHEANTNTEDVE—XFEFE LTT I, REICH
HFEht-E—X% SureSelect Binding Buffer [CB&ELI=#&. N(TVFA(E—13
XY TFRICAWSTL—RO 8 BEFa1—TDVx/LIZ 200 uL FODHEEFAHE
—RERETHILITHVET,

1. Dynabeads MyOne Streptavidine T1 BiRE —XZ#RILTYIRATHLIEBRLET  HEE—X
FREOREICEITEATHETS,
2. 1Y T NHTIY 50 uL @ Dynal R E—X%Z . #HLL 96 VL TL— LI 8 EFa—T D
EYTVITMZET,
3. E—XEZRDFIETHELET,
a. 200 uL @ SureSelect Binding Buffer #MMZEY .
b. 10 EERYT UTETV, E—XEBIHLET,
c. E—XDA>zFa—J%EAOHWEBIZEYNFT . MRE—XEAOHMEEHHEL
Y,
d. 5 2. LLLTBFBRNBRICHELIETEDFFHEL R, E-XZWMVVAFLNKIITE
BLGAL, EBARERYBRVTERELET .
e. ATv7ambdETER 3IEBRYRLT. E—XFHELET,
4. E—X% 200 uL @ SureSelect Binding Buffer IZB&R&ELET ,

36 SureSelect T Target Enrichment System Kit for lllumina Multiplexed Sequencing



STEPA4. SureSelect v T F¥S14TS5) nATYH 4 X L1=- DNA D EIR

8.

NATNVFAE—2 3V ATYTNETLTH—TILFAITH 65CHD Hold RTVTITELFL,
VINEERICEEET . COR. HUTILEETEALTRAFIN. N\vI7—DREIZESD
DTHEEHYEE A,
NATYFAE—2a 0BT LEERICEVFEIILFFroRILERYNERANTIZILAD
HUTILEEH 30 uL)Z., EFEH AN TRFESUE—X 200 UL ZETITILIZBLET . 2
TILEFLLF YT TLoOMOVERLET,
HUTIWDA>F=TL—rHLLIE 8 EFa—T %, 96 Vx/LTL—MA Mixer ZRLNT 30 7=
BTHELBILET . Mixer £LT 1,800 rpm T AT REREBE HHELVT LY, IKAEHE D MS3
HFELDIFE. 3,000 rpm [ZHETHETL—IBAHANTLES=6. 1,800 rpm KYEHEED K
ETHEDLLENLIIZTEFET L,
RO, VTILATHUTILAERISEE>TNSIEEERLTTSL,
52 30 PEDBHRORIZ, Wash Buffer 2 Z FiLDFIETEHTTELY,
a. Wash Buffer 2% 200 uL, FILLWIL—rELLIE 8 BEFa1—T DRV TILIZMAET 1 Y
TILHI=Y 3 DDIILIZFNF N 200 uL M Wash Buffer 8L ET,
b. #HLLFYYTTEIILNEFHL. X7vT 10 TERATIETH—ILHYA(HST65°CIZm
;BLET , Heated Lid [ On [ZLET,
ATYT I TH 30 DEDAUFaR—2a0 B THR UTOVWT IO DHEETEREVTILDE
IZ&EHFET,
® BEF1—TDFEIIVUTIEERELAIULTTELY,
® 96 IIINTL—IDBEEFTHRRELSETL—ERYTAL. EDHTAEREITIL
DEIZEDHTZELY,
Wash X797 Tl ANLTRFPESUE—XI(#ES L= DNA 427 LA Ao1= 96
2 T)LTL—b%. Plate Spinner ¥@ DA BEEEERLVTREV A DU LENTTS
LV, 96 T ILTL—FEEDTHEANTRFPEDVE—XNI L DETEEYE
EFTWashRTYTDORICELICEREAT S ENRETLY Yo TILDOEYRE(C
EREBLES5RABNIHYET,

Fa—JEERABAICEIN T PEBELFT . BRAERIZLSFoE—XZWIVAFLRNE
SITEFBLT, LBEAHABREMYBREFT (E—XZRIGAT & INEICHELET),
E—XDA>7f=2x)LIZ, 200 uL ® SureSelect Wash Buffer 1 A TERyT424 % 8-10 [A]
TN E—XZBEREASEET.
RORATYTITHECHIE—XDNTLICBEIN TSI LEHELTT L,
FLOF oI TOTLEBHL. BRORILTYIRT 8 WEBHLES . ATYT 5 LRAKDA
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ATHBREVILDEIZEDFEFT BEF1—TDHFBERELT I 96 VTILTL—IDIFEFT
RYTHT),
9. TL—h3lL 8 EFa1—TZERHDHAIZEYIL T 1 PHEBHELET . BRAEHIZH-1=5
E—XZRUGAFELZVESISERELGN S EBEABRERYBREET,
Wash Buffer 2 AMEFRRTICHEREIZ 65° CICFHRAIN TSI LEERLTT LY,

10. FL—brHLLIE 8 EFa—T#HAMCIRYHL, BREOREURIZ#EBLET , Wash Buffer 2 2
WTUTDEREIZRA>T. BELD SureSelect X TFvS5AITSUDF N TF A4 XIZIELTE=
FIETE—XZkiELTT S,

a. 200 uL @ 65°CTREEH D Wash Buffer 2 TE—XZBEBE LTI 10 AU LERY T
TETVN, BEIZE—XEBBRELTTS,
RORATYTTHEDRNE—XNTELIZBHEIN TSI LERELTT S,

b. ‘EVILEFLLX vy I TEHRL. ZEDORILTYIRTS WEEHLET . ATV 5 LA
BOAZTRREIIIDEIZEDFT B EF1—TDHFERELE I 96 7L TL—

rDBEFTRYTAT),

c. TL—hELIEBEF1—TEH—TILYAUFHT 105 . 65°CTMELET , Heated Lid
(X OnIZLZET,

d. TL—rELIE 8 EF1—TE2H—TIILHAUIMORMYHL, ERCTERABAICEYNE
ER

e. TL—hblIZ8EF1—TZERDHAICEYN T 1 HRIHEBELET . BRAERIH-
FbE—RXZRWVRAFLEVNKSIITEELGA L L EARERMYBREET,

f. RTvTabhbRTyT e FTEI IEMBYIRL, E—XZHELET,
ATYT MIZTTTHET,
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11. 3[EH® Wash TLEEBEAZRIV R BHUTIVEREVTDUL, TL—bELLIE 8 EF1—T
=HRAMAIZt YL T Wash Buffer D& @A TE>TUONIFEYBREET,

12. 23 uL @ Nuclease-free KEZE Y TILDVTILIZMAFET . TL—rELLIE 8 EFa—T &,
p.43 TPCR RIGDHEBMTETTHETKLEICBEEFT . TCITRDRATYIICERFT,

FrTFrEht=- DNA 54T 3 (&. Post-capture PCR [C K BIEIBETANLTHT
ESVE—XEIZRFBINATVET , COBRATIIE—RXELBAH IR ITHRNTTE
Ly,
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4. 4 TVHRfHNE Multiplexing Sequencing D=6 DH 7 )L FR%

p—~

COETIE.FIETHBULLF YT FrEDSIATS) %, BIRT 2BETRFICAOTYIREY
=% BEL. EERIURBERREITIATYIEHRBALET . /U TYIRFMEhi=4
> 7 )L% Multiplex sequencing D f=HIZF— LT B FIBIZDOWNTHRBAINTLNET,
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STEP1. ¥ TFvS5A4TS)DIBIBEA T VI RIN—a—FE25 D4

ZDARTYITIE. SureSelect [CE>TF v TFrEhtf=-DNA SA TS %, @Y HEAEHED Dual

Indexing 754 <¥—% L T PCR IELET,

4TS DYARAVFZR—2a 0 EFCTHIZ. PCR RIGED AR TR TRD
SNV —2T)TH, UV S0 TEEAT- PCR 7—FHRICTHEEDRE T TEE

LTLZELY,

CDRATYTTIER 16ICRBBESNTVSRELFEALES  RICERDOHEEZRMBELI-ERILTVIR

TE#L.KLEICEWTTEL,

£ 16 PCRIBIEIZLDFvTF¥ED Index fTHMIZALSEHE

Kit Component Storage Location Where Used
Herculase Il Fusion DNA Polymerase SureSelect XT Library Prep Kit Box 2, -20°C p. 43
bx Herculase Il Reaction Buffer SureSelect QXT Library Prep Kit Box 2, —20°C p. 43
100 mM dNTP Mix (256 mM each dNTP) SureSelect QXT Library Prep Kit Box 2, —20°C p. 43
SureSelect QXT P7 and P5 dual indexing primers  SureSelect QXT Library Prep Kit Box 2, -20°C p. 43

1 D2DFNTFvFEHDNASATIIZH LT, 1 DD )L TEIBREEFTLNET,

1. BYUTIIZEMTEBEDNLGATIIRADE| L TERELET, 2D DNA AT DEIER
FTYTTRWS P7-P5 75A4X—DAUT YO RAE S DIBREHIZDWLWTIE. REDI77LU R
DIEIZI/FHIN TS K (HiSeq F-[FMiSeqlI=DL\TIEZE 32. K 33%. NextSeq 500 12D

TIEFK 32, & 34)ESHL TS,

B—L—> £ T Sequencing #1753V FILEILIZIK. BEDAVTYIRTSAI—DHAHED

HEFEO>TTSUL,

=l oYK BRAMYBDAT—/INTURERDI=H . FUTILOT—ILITEEL
TIEPT BEU PS5 TZMI—DAUTIVIRBE DIEED ZHMEERKITRDOIE
EHRLES, FIZIE. 8-plex DIHEIL8BEDELGLPT AU TYIRTF4Y—%
AW 2BHEDELGD PS AV TYIRTIAT—EANET, SOITFEMIE p.

66
MDF 35 &k 36 ZSHRLTTELY,
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2. BATIZH-T. HUTILEIZIELT- PCR Rt i&ZEK ETHRBLET . RD 16 4T3 D=E
X 15473 H=YH1.06 EOETHEINTWET , RILTYIRT, BEELGREELET,
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% 17 Post-capture PCR &t Mix @ &%

Reagent Volume for 1 reaction  Volume for 16 reactions
(includes excess)

Nuclease-free water 135 L 229.5 uL
bx Herculase Il Reaction Buffer 10 pL 170 L
100 mM dNTP Mix (25 mM each dNTP) 0.5 pL 8.5 L
Herculase Il Fusion DNA Polymerase 1pL 17 pL
Total 25 pL 425 uL

3.  ARFLINFEDUE—XIZHEELIDKEDI—TyNRIESNT- DNA U TILA A>T L—Fh
HLLIE 8 EF1—THEKLEMNDIMYBLES . AT7v7 2 THKL 25 uL M PCR &t Mix %,
£YTIUIZAST= 23 UL DARLTRPESVE—XBERIZMZES

4. £ PCR RIS T/UIZ, 1 uL OELN4: P7 dual indexing 754 7v—(96 RItFvk:P7 i1 s P7
i12 DLFhh, 16 RIGEFYR:P7 i1 5 i8 DLVThAEMZFET &oT/LICIE, 12 FBEDT
FA4Y—D5>6 1 BELITEMAET,

5 & PCRRETIUIZ, 1uL @&EY4: P5 dual indexing 754 7—(96 RIGFvbk:P5i13 Hi5 P5
i20 DLV, 16 RIEFVH:P5i13-114 DLVTND)EMAFET KV TILICIE, 8 BED T4
T—M5b 1 BELTEMAET,

6. ERYTIVITICGEEL.E—XNRLITBAINTVDILEHRELER. VTLEHLLEY
YT TCLoMYEHL, TL—rELLE 8 EF1—TEH—TILY (U312 LTE 18D PCRTA
TSLITHLT, BIEZTVET . COBEATPCREZTHROBERIZALS AMPure XP E—X%.
FRICELTEE. 70% T2/ — L= EFELTHEEFTT,

% 18 PCR7OYSL

Segment Number of Cycles Temperature Time

1 1 98°C 2 minutes

2 Capture Libraries =3 Mb: 10 Cycles 98°C 30 seconds
Capture Libraries 1 to 3 Mb: 12 Cycles 58°C 30 seconds
Capture Libraries <1 Mb: 14 Cycles 79°C 1 minute

3 1 12°C 5 minutes

4 1 4°C Hold
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PCRIZIET OIS LM T LIz, TL— L8 EF1—TE#BRELA VU LET , ERM
ATyl BRETRANTINFEDUE—XEHARICEDHFT . 2 PHIBHEL TR FERITLS
f=5#950 uL D L FEAZEEURL. FLLWITL—FELLIE 8 EF1—TIZDEVTILICRY AR ITET,
E—XECDRFRTRELET,
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STEP2. Agencourt AMPure XP E—XI[Z&5 Y7L DFER

10.

11.

12.

13.

14.
15.

16.

HERAT 54K EE 30 D LLLERTIZ, AMPure XP E—X(4°CIRHE)EERICRLTHELELIIZLET,
RLUTESEROESITLTZEWN, =TI 1I5% 37 CTDAFar—2aV[TRELTH
TET,

ATYT 8 THEAT S 70%ITR/—ILE. 1 YT IL&HTY 400 uL+REI D EHELET
E—XBROKEOBNIY—(Z1EET. KCRELET,

) —7REE(Z LTz AMPure XP E—X7A#& 60 uL %, RIIETEIELI DNA Y2 FIL 50 uL &
AEIZLELIE 8 BEF1—TDEVTILICMAET . HLLF T TOTILZHFEHL. 5 EAR
WTYDREX Y TEIEHLETS  BCREVI VUL TREVILDEIZEDHDET . CORKE—X
FEBIELVKSITEELTTEL,
E—XBROKRELCENY T ILITILATH—THHILEHRLTTIL, E—XDEEH
BRAOHDERNEEE S . W—LHETHILENHYFET,

FERTYUTILE S A Fa~R—2aVLFET,

DILELE B BEF1—TEWARIVRICTEYNLET  BRNBRIZADIETHLET, ($93~5
SEMMNYET )

Fa—JEHARIVRICEYbLIFEFE E—RXERVAFLGVEIITSTEL T, BRLG LEHEE
MYBREET,

Fa—JEHBRIRITEYRLIZEE., 70%IA2/—ILBEHREE I TILIZ 200 UL $OMAET,
IR/ —ILDRENEUREICEEEEZ D=8, 70%IT2/—ILIFAFRAELTTIL,
BRNERICELET, TOFF1MEHELET . TORIZ/—ILE E—XZRVAFLRE
SITFELTRYBREEY,

8 LI MDARTYTEELS—ERYIRL., 512 B Wash LET , & Wash R 7y T TldHEEIZTA/—
WEETHRESISEELTTSLY,

DL HLLIE 8 EFa1—T 37°COY—TIL Y15 (EZERITTIKEE) Iy LT, 1-3 73/ 37°C
TRRSE . BEIR/—ILETLICRYREET, S2RIE 3 FLIREL BEDIIEEEITEES
[CLET . E—XZBEICEIFESE-HE. BHDENMET I HEREAHYES,

25 uL @ Nuclease-free KE& I TI)LICIIZAET .

FLLX v T TODILEEHL. RILTYIRIFT Y TIBRLET . TORBIREVAVULE
el

ERT2 HEIFaR—2a LFET,

TL—hr3 L& 8 EF1—TEHABRIUFICEYRL T, BN ERIZAESET 2~3 HEFHFELE
3, COIREET, BEENT= DNA [LBERDAITHO>TLET,

EEHE 925 ul ##HLL 1.5mL O LoBind Fa—TJIBLET . COKITHEE DNA A>T
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WBDT, RERTHENEITTEEL TSN E—R IO R TEELEY .

Stopping Point ;ka)xﬁ"yj(:?C(:ﬁiﬁL‘i%ﬁs :@ﬂyjc)l,[i~ -20 CTRETHIENTE
F9,
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STEP3. BRXkBICEAX VT F¥SA4TSDEELEY A XRER

BRI F v TFrS54T S5 DIREEH A X5 T% /(AT F549 D High Sensitivity DNA FvF &
HEXYRBLLIE 4200/ 2200 TapeStation ZBHWNTRIELE Y ,

[/R14FTFS545 D High Sensitivity DNA Fy LA E XV EFSBES]

1.

AT TFIAFOEBERELET  EREICEEEITIO. BB ) —F—FvTICANTE
W% %9 5K 350uL (. BBEIDAEEXRBRIZTSEHEEL. ARDOEICKBLTTSW, &
BITRLT NAFTFIAFOHART VIR DR EEIT o TS,

Agilent 2100 expert Y 7+t 7 (version B.02.07 £ L<IEZN LU L) ZREIL. NAATFS54Y
AAREQIZ2=r—2aVaRRELET,

AT FSAFOHEESARIZHEN. FT BTV STERBLET,

High Sensitivity DNA Yk &Y 27 IL DIEEE I IBIHIENER—ZISA VU RE
EESIERITIENBYET . COBFRTOYUTILITKTEHEIN TNz
BIFRNCYYTIL A1 UL ITIXTE #H uL MR THFRT A ETIERESATIREEIC
L. ZDOFERBENS 1 UL Lo TRIETHILEHENDLET
FREFIBREOHEICEELD T, BT EHFRT HLIICLTLZSLY,

ARSIz TFVTENATTFIAFIT YL ET . FYTHAEEK. 5 PRSI EFRE—+
SEDIRENHYET,

INTTFS5A4F D assay DA=a—hi, &Y% assay ZBIRLET,

TVERR—IERET . TRIFAINADYDEI)VILT YU TIVABLVAAUEESIA
HET,

BREFIVILET, UTOXKBRIDESIZ, 325 bp Hi5 450 bp DREICT VT ILE—IDE—H
by TN BHEHIEEHERELET . F1- PCR OIFRFERMIBIEBEND LGN EINERLET . COY
VOIWE—DDEEZ/INAFTTFS545 D Region table #EEZXFAWLT, BIELE T, D Step (2
HHEEPCRIVYNEAWVSILT. IL—VIZEEDYUTIVERET B0, SHICERLR
EDREEITIENTEET,

EE PCRZEMLLZLMES T p.
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52 DRIVFILYIRS—5 O ADT=DY T ILDT—ILIZ
HEA TS,

r—- - v - v - ' . - - - - r -
15 10 1% 200 ¥0 400 S00 00 x 1000 2000 10380 )

B 4 High Sensitivity DNA FYbE AW =X TF 34T 3)DEEET 1 AT,

Stopping Point 3k0)Z7_"‘J7°(ZT<°(:iE$79?L‘ E@l\ :G)"j'yjo)l,[i 400—6_%1%??—63‘3570 %*L
ULEBUGEEIE.-20 CTRETHIENTEET,
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[4200 / 2200 TapeStation & High Sensitivity D1000 Screen Tape Z{F 515 4]

High Sensitivity D1000 ScreenTape (Agilent p/n 5067-5584) & High Sensitivity

D1000 Reagents (Agilent p/n 5067-5585) {9 5% % RIRTHENTEE
9, SE#l(E Agilent TapeStation User Manual 2B L TS0,

1.Agilent TapeStation User Manual 28 BLTH Y FILEEFELTT I, 10Ty IR fTINEh iz
DNA 4> 7 )L % 2 uL BxY. High-Sensitivity D1000 sample buffer 2 uL &BELET

EFEREEEDT=5HIZ, DNA & sample buffer &8 1=t 7 JLIL. TapeStation {1/
RILTYIASFR Y TTARIILICIEEDEME. FRORILTYIREEHETHEWNMGS
BeREICHRTELT 10 # x2 [, ERISEAL TS,

2. Agilent TapeStation User Manual #& 8L T, YT ILTL— DRI TFa1—T
High-Sensitivity D1000 ScreenTape & Loading tip % TapeStation IZtvkLET , SUZEFHIBLE
ED

3. BREFIVILET . UTROKEED L5575 MAFSN. 325 bp H5 450 bp DRFIZS VT IL
E—VDE—IbyThHAHIEaHRLET . - PCR OIFEMIBIREMDGLAEINFER
LET . 2O UTILE—HDEE% Region table #EEZ A WVT BIELET ., RD Step (THDTE
EPCRFYNEAWVWSIET IL—VICEEDHYUTIVERET HOIC. SHICEEEREEDR

EEITICEMTEET,

High-Sensitivity D1000 M E £ &iBH (% 10 -1000 pg/uL TF, “h&YULEENSWGEIZIE,
LowTE THIRLTEERIEL T,

EEPCREERLLEVMEE L p.52 DIIFILYIRS—TURD=HDY T ILOT—)LIZH#
ATLIZELY,
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RORATIFITTCITEFRIMEE . COYUTLIF 4 CT—BMREFTEET . Th
LEBEE(F, -20 CTRETAHIENTEET,
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STEP4. & PCRIICKBMIUTYVIRZTHEXNYTFSAITS)DER (FFa)

UTORTy7TDEMIZ DL TIE, Agilent QPCR NGS Library Quantification Kit (p/n G4880A)MD 7
ARILERBT SR,

Agilent QPCR NGS Library Quantification Kit (p/n G4880A A ILZFF)E. KA TVIRZT &
DNASAITSYDEEICHALET,

1. G4880A X yrHDREZAL., FOPILESELT. REKSAOEZEEREARLET,

2. BAVTYIRBTHEXNTFvI4T3)E  RERDREGRICAEISFLSLITEYTREIC
FIRLET , G4880A [ZEFENBIEE D Dilution Buffer 2 A3 571=6. 43 G4880A DAL
WESROSA. SRARIZE,

—RAIZIEF YT Fr54T 5%, L% 1:1,000~1:10,000 DLLETHIRT 5 EITHYET,

3. G4880AMTOrILESHELT. 4JL3F Adapter-specific PCR Primers ® A>71= QPCR master
mix ;A REFRELET

4. % PCRFa—7 (FL—R)IZ, master mix Z4EL . template ZMMZFET,

5. Mx3005P ZZEDFEE PCR AT LEMLVT., G4880A M TORIJLICEHIN TS EE PCR
DTATSLEHRELTRUN LEYT, SYBR Green RGO EFALET .

6. BREBRIOEINTNDAVTYIRZTHFEXNTFvI4TIDRELZTFELES . REL nM
TEHELET, CCTHEINIZEEZTIC. YILFILVIRS—r U RRIZY U T IVEEREIZE
BETI—ILLET,
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STEP5. RILFIL YIRS = AD=HD YT LDT—IL

=D A L= TT—ILLTRIT A0 TYIRRMLIZZ54T3)O8IE. ERT S —7>
HEBOHARRYIE, EMBETHELLESHMD Sequencing T—4EI1Z&>TRELET . —4
VHDARYYE N HUTILHIEYREIZLES Sequencing T—2E%E T 1 L—UTT—ILT B Y
TYIARMZATZ)DHEFHEL TS,

BRBERISAIBZEEBFEONDAILIF I —5 P DHEFEDS Version [(ZE>TELYFEIT DT 34
LI HORBETIERFOTOrILEDHE TSEIIEEW, KTOra/LIZEESN - DNA DFREH
HEEIL. AILSFHOTYTT—HMIKYVEDLZIEAHYET DT, BHINZTHERIEILY,

SureSelect QXT dual index Z fALYT Multiplexing #E 9 55 & D index DEBELHEAEHEDS

A543k 35 &% 36 ETSHBTELY,

1. T BYUTIVFERICEEFZREDIDENHYET, TERORIZKY . 10Ty IR MY
VINET—ITB-ODEEHELET,

Volume of Index = VH = Cifh
#x O
V(f) : T=ILEht=H 2T ILORKRHELEES
C(f): T—ILIZEENSTRTDH DNA DRENLRE
5 : A JLSFIEZETOF)LTIX 10 nM
# . T=ILTBRATIIRMY U TILDEK
Ci): BAVTYIRFMYLTILOMEAEE

& 19 124 DOAVTYIRRT (ENTNEGHINRE) DS EFEZRLET . RENLGBEE(CO
5l TI% 20uL. 10nM DR E)IZTF BIZIE Low TE ZAHLVET,
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£ 19 F—RILE20uUL [TTB=ODATYIRZTHFES LT ILDEEH
Component V(f) C(i) C(f) # Volume to use (pL)
Sample 1 20 uL 20 nM 10 nM 4 25

Sample 2 20 uL 10 nM 10 nM 4 b

Sample 3 20 uL 17 nM 10 nM 4 29

Sample 4 20 uL 25 nM 10 nM 4 2

Low TE 1.6

2. BEMICDELREICHEALSICANETNED,
s T=ILLEAYTYIR MY T ILED]

n =

s B2

ARBHITHEGTREBIYDLEVGES . Low TE

Buffer Z AL\ TR EAN RSB EGREICHHIIICHEBLET,
- T=ILAVT VIR HES U TIVEDRENRRICLELGRELY ZMEE ., REE
DEERAVWTREARESE . BIARLTRERNICDEGRELLES.

3. BABLIET—IUHYUTIETCICO—r U ALGEWNMEE L. Tween20 & 0.1%(VV)DIREIZHSH K
SITMAT-20°CTREIMRETEET,
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STEP6. VS5 RFEED = DY T IVEASE

SureSelect QXT TA—4 VhE#EZE L1547 3" DixiE% Seeding iZE (. HiSeq KLU MiSeq T

(% 8 pM M5 12 pM D . NextSeq 500 Tl 1.2 pM M5 1.4 pM DRI TY , REBELRT—HEET—4
DEITIELTRELTTEL, Seeding IRELIFRIEEIL. 51475 O DNAKFH A X2 HI<L>
THLHRBTIDRENHIBEENHYET . Sequencing FEED QC D=0, F1ILIFHDHEEIR-

T PhiX a2 kA—LERMLTTELY,

724 )Lt D Paired-End Cluster Generation v rEZRWL TSR AEIRIZHEA TS, £
nZh 2x100 bp £LLIE 2x76 bp & SureSelect QXT M 8 bp dual index M Read |Z{# FAR] RE7AR a2
FUrDBRITR 20 BT IV, VTR AERD ATV TE, RX—TSureSelect QXT Read
Primer @)1 JLS 7 Paired-End Cluster Generation ¥vh A HETOFERAIEHENEFT A%
AL, BEDMILEFHOT=aT7IILESBLTTSL,

% 20 AJLZF Cluster Generation vt BIRHAK

Platform Run Type Read Length‘ SBS Kit Configuration Chemistry
HiSeq 2500  Rapid Run 2 x 100 bp 200 Cycle Kit vl orv2
HiSeq 2500  High Output 2 x 100 bp 4 x 50 Cycle Kit! v3

HiSeq 2500  High Output 2 x 100 bp 250 Cycle Kit vd

HiSeq 2000 All Runs 2 x 100 bp 4 x 50 Cycle Kit! v3

MiSeq All Runs 2 x 100 bp 300 Cycle Kit v2

MiSeq All Runs 2%x76hp 150 Cycle Kit v3
NextSeq 500  All Runs 2 x 100 bp 300 Cycle Kit v2

* FFARIEEMICE S TLERLSND Read RAMELIHFE  Read 1 &£ Read 2 [THIZTH 8 bp @ dual
index read (&t 16 bp)IZ+ 474 &M Sequencing REAH D EEXHERLTTELY,

T 200 cycle Fvybk 1 DTIXZDTA+—<vbTRead 1 & Read 2 [Z/0ZT% 8 bp M dual index read
(5t 16 bp)ZEHET DI+ 52D Sequencing REASENFEE A, 200 cycle FYMIMZT
50 cycle ¥ vk 1 DEMAHAEHLEDIEBLHFEFET,
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SureSelect T Read Primer @4 JLS7 Paired-End Cluster Generation vk &4
EhtETHOFER

lllumina > —4 > 245 TSy bk T4— LT SureSelect QXT 54 TS5 &L —4 2 X F BIZ[& SureSelect
QXT Library Prep Kit Box 2 [C&F N5 LT M Custom Sequencing Primer Z{# A3 2 EAHY
Y,
® SureSelect QXT Read Primer 1
® SureSelect QXT Read Primer 2
® SureSelect QXT Index Read Primer

® SureSelect QXT Index 2 Read Primer NSQ (NextSeq 75vkI74+—L®DH)

SureSelect QXT custom sequencing primer £ 100 (M DEEIZFHEINATEY. UTFIZRKT FIEIC
BT, WY A JLIF Primer Solution T 1:200 IZHFRETALENHYET .

ETAT—EFRSNZBYDLET, ERICHAEHELIIENEETT . BEHR
AT IBIIRREF1—TDINICRE SN R 12— LEFOFFHRAE
3. BRREEREICAYVEROTIFEARATSL,
ITNTIDRERERILTYIATHELGESL. custom read primer T 7%
ABREDNELITONE LS, BREZLICH—ITLTTEL,

1. HiSeq 7ovh7+—LTIER 21 HLUTR 22 [TRTEYVTFAI—EHABHETTE,

% 21 HiSeq 2000 & HiSeq 2500 High Output €—F @ Custom sequencing primer @ & 54

Sequencing Volume of SureSelect™T Primer Volume of lllumina TruSeq Primer  Total Volume
Read

Read 1 5 pL SureSelect QXT Read Primer 1 (brown cap) 995 uL HP6 or HP10 Tml %
Index 15 pL SureSelect OXT Index Read Primer (clear cap) 2985 pL HP8 or HP12 3mL

Read 2 15 pL SureSelect OXT Read Primer 2 (black cap) 2985 pL HP7 or HP11 3mL

*4 JL=F® Cluster Generation Protocol M iE& > T, CDREE®&IX HP6 £LLLIE HP10 £LTH
ELTTELY,
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i 22 HiSeq 2500 Rapid E—F @ Custom sequencing primer @ & &4

Sequencing Volume of SureSelect®™T Primer Volume of lllumina TruSeq Primer  Total Volume
Read

Read 1 8.8 pL SureSelect OXT Read Primer 1 (brown cap) 1741.2 yL HP10 1.75mL
Index 8.8 pL SureSelect OXT Index Read Primer (clear cap)  1741.2 pL HP12 1.75 mL
Read 2 8.8 pL SureSelect OXT Read Primer 2 (black cap) 1741.2 L HP11 1.75 mL

*A JLEF® Cluster Generation Protocol DEE & (ZH->T, CHDREERIEIHP10 ELTHELTT LY,

2. MiSeq 75YhI74—LATIEER 232BBL. LTOFIETISAv—alAEHLETTEL,

% 23 MiSeq 75wk 7+—L® Custom sequencing primer M %!
Sequencing Volume of SureSelect™T Primer Volume of lllumina TruSeq Total Final
Read Primer Volume Cartridge
Position
Read 1 3 pl SureSelect OXT Read Primer 1 (brown cap) 597 pl HP10 (well 12) 0.6 ml well 18
Index 3 pl SureSelect OXT Index Read Primer (clear cap) 597 pl HP12 (well 13) 0.6 ml well 19
Read 2 3 pl SureSelect OXT Read Primer 2 (black cap) 597 pl HP11 (well 14) 0.6 ml well 20
a. AIEFDMiSeqHFEA—R)vT DH#12, #13, #14, #18, #19, #20 DY JLIZFL LY 1000 uL
AERYMFYTTREHITES
b. 3ADHLL1.5mL Fa—T%HEL. Read 11TRead 21T Index EEIZFERALFET,
c. #12Mx)LH5 600 ul D HP10 ZERYATIERIZRIYEY . TRead 11&53BALT= 1.5 mL
Fa—TITBLET, TOHREZINE 3 uL ZE, KYIZ 3 uL M SureSelect QXT Read
Primer 1 ZMA . RILTYIRIX Y TEICGREL, REVFIULET,
d. #1307 z/LH5 600 uL O HP12 ZERYATIEREIZRAIVEY, Mndex1EFEALT- 1.5 mL F
aA—TITBLET ., TDHRZIMNG 3ul ZE. KYIZ 3 uL M SureSelect QXT index
Read Primer ZIZ . RILTYIREXH TEGEEL. REVHOULET,
e. #14 M x)LHM5 600 ul M HP11 ZERYATIEREITAIVEY ., Read 2158 ALT- 1.5 mL

56

Fa—TITBLET, TDEZTINS 3uL ZRE. KHYIZ 3 uL D SureSelect QXT Read

Primer 2 &MA . RILTYIRIFHTLGREL. REVADULET,

SureSelect QXT Primer 2 & L1=%® 600 uL D& &&K%E . MiSeq SREH—F)YCDLT

DITILIZHLET,

> [Read 11&58 ALz 1.5 mL Fa—TIZA-TULVS, SureSelect QXT Read Primer 1 %
&% Custom Primer Read 1 ##18 ~#¢

> Tndex EEEALTZ 1.5 mL Fa—TIZA>TLVS, SureSelect QXT index Read Primer
#& T Custom index Primer Z#19 ~#3"

> [Read 2]&58 ALz 1.5 mL Fa—TIZA-TULVS, SureSelect QXT Read Primer 2 %
&4¢ Custom Primer Read 2 ##20 ~#9
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12 MiSeq REH—M)vP , BRBDNILFERZEIREMSVT/LE., AL Custom Sequencing
Primer ZNA =R REB I VTILERLET .

g. LD Sample DA—RIZDVTIL, MiSeq DERYIRLVEREAZEEZE TSN,

3. NextSeq 500 F5YhI74—LTIER 24 [TRTBYTSAT—ZHAEHETTELY,
% 24 NextSeq 500 / 550 High-Output v2 Kit T Custom sequencing primer @ & &4

Sequencing Volume of SureSelect™T Primer Volume of lllumina Primer Total Final
Read Volume Cartridge
Position
Read 1 3.9 pl SureSelect OXT Read Primer 1 (brown cap) 1296.1 pl BP10 (from well 20) 1.3 ml well 7
Read 2 4.2 pl SureSelect OXT Read Primer 2 (black cap) 1395.8 pul BP11 (fromwell 21) 1.4 ml well 8
Index + 6 pl SureSelect OXT Index Read Primer (clear cap) 1988 pl BP14 (from well 22) 2ml well 9
Index 2 + 6 pl SureSelect OXT Index 2 Read Primer NSQ
(purple cap)

F 25 NextSeq 500 /550 Mid-Output v2 Kit T Custom sequencing primer 0 5 &4

Sequencing Volume of SureSelect®™T Primer Volume of lllumina Primer Total Final
Read Volume Cartridge

Position
Read 1 2.7 ul SureSelect OXT Read Primer 1 (brown cap) 897.3 ul BP10 (from well 20) 0.9 ml well 7
Read 2 3.3 ul SureSelect QXT Read Primer 2 (black cap) 1096.7 pl BP11 (from well 21) 1.1 ml well 8
Index + 4.8 ul SureSelect OXT Index Read Primer (clear 1590.4 pl BP14 (from well 22) 1.6 ml well 9
Index 2 cap) + 4.8 pl SureSelect QXT Index 2 Read Primer

NSQ (purple cap)
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STEP7. Sequencing Run Qty+7vyFE Read hWoDT7H Ta—RJ3SV Y

Custom sequencing primer Z{#>7= Sequencing Run Dt yt7y 72X, LTOEBMAARSA2 &
HIZAIWIFHOERTOrILESELTTSLY,

SureSelect QXTdual index M EZFIEER L p64 ZSHBLTT I,

Read % Reference Genome 2754 A2~ 9 %HiIZ. SureSelect QXT 74 74 —FE25% Read M5
BRETILENHYFET .

fRHTIC SureCall ZEAHTBIHFE (EMFELLTIIEFDAITHE)

HiSeq £ L<I& MiSeq 7Sy h74+—LMbH &= Sequencing T—2Mb T4 T2—ECHIER)IZY
T4 %85, TDHED Read DT AU AV EEBELEDIT, TOLURD NGS T2V I~
717 TH%S SureCall ZEAWVNTEET HEAHEFT  FED SureCall VI+Iz7DFH2O—k
[FULTFLYITITEMNTEFET,

SureCall page at www.genomics.agilent.com

FEARVILIITOMXENAEHFFILUTHIFVO—RLTIETEYS,

SureCall I% HiSeq-MiSeq WM DTS5V I+—LhbH AhEhiz FASTQ 77/ L CHENTH2E
MTEET, SureSelect QXT FyhERAWTRONT=T—4% SureCall THETT BIZ(E

F9 Analysis Workflow Z#iRT 2 ENHYET . BIREN = Analysis Workflow [ZLY, YV I+IT
T 54T 5")% SureSelect QXT D4 T 3 THAHLEREL . BEITT A T2—MIZVTE2ERLET .
RIS T ENT- FASTQ I7MIVIET AV AV EERLT BAM 774 IVEERT H70E . FROBRT
[CRALLNIET,

#FHHIED Analysis Workflow ZYERLT BIZIE. p.
59 M
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REF Ref390779490 ¥h ¥* MERGEFORMAT 13%
SBBLTTEY, SureCall Z#2E&1L Analysis Workflow #7%%41)vZ LT T &Y, B4 Analysis
Type(single sample/paired analysis/trio analysis)Z:#RL . Import Unaligned Files ;R2>%1) %
LTT &L, Select Unaligned Sample Files 74> F 5T Add RAZ{E>Tread 1 &Lread 2 D
FASTQ 774/ ILEEELTT &Y, EE FA D Analysis Method »*=a1—#H 5 Default SureSelect
Method %3 #{RL . Enrichment Method (£ QXT Z:#iRLET ., Design A=a1—h 5@ L)%
SureSelect TH A %FEIRL. Platform A=2—m5 lllumina Z:ERLET . CNLUBEDO TS AV
OEERMFT ATV X, SureCall DERBFEETSE TS,

TIAD AT ROBHIMDBITNATSAVEFERTHBE ULTDT SV TH— LT EDHA
FSAVESRLTTSLY,

SureCall .. (&

Impart yo o spaly ' seeh  lfecern analyth methed Select he desgn and sesuencing slatiare that wie usad. ¥ the detgn flls hus nat Been preleuly kapieted, g6 o Supsarting Flrs
5 10 Sl i S eDisign. OBk Hoa 1o et
Impart Wnaligeed Files ) mpart Atgned File Cikapie M
L. Seect Unaigaed Sanpie Files [t
[P @B & B8 E@D
........ JL L
3
a
Fle Mame: EL_SCS Va2 101610 3_ACAGTG R fmrg.px
Foe of Typer | Fasde File CAa” fasten. " aste " b
(+ ) Lample \ | )
Peed s X Taieed a3
LSS VEVI0_ WK1 S ACAGTG RLtmta. g 11_S6C5 AV _10K12_8_AAGTG Pi.lese 2
X
Baw cosplete puth i tatie sty Method |Oetast Suretolact QX1 Mathad YCrien | uretotect Homar M (a0 ¥8 D tern mmca =)
Qs MLt oK Canoel

© pack et ©

13 SureCall ® Analysis Workflow D% 7E

® MiSeq 75vkI4—.L Sequencing run setup E7H FA—RNJIVTHARSAY

lllumina Experiment Manager(IEM)Y 7k 7%l T. custom primer Sample Sheet Z{ER(L T
T&UYy, Read 1, Read 2, Index @ Custom Primer [CFzyoFLVNET,

24712 SureCall ZERALALMES . IEM Sample Sheet Wizard ZBWNT, 7 T4—R)IVU52EE
Run DFREZE{T>TT S, Use Adaptor Trimming [ZFTvo% AN T Wizard ##& . Sample
Sheet #H ALT=1%. Excel HEFAWT, 74 T4—EE5ELT CTGTCTCTTGATCACA #IEEL
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TT&EL, 2N T MiSeq Reporter Y7z 7MW 7H T2—E 5| %85 . Read Mo 7H T4—RJZY
JEEBLET,

® NextSeq 500 75wk 74+—.L Sequencing run setup E7 ¥ F4—NJSU T HARSAY

Dual Index §%7E % FLVT Sequencing Run DEEFEZEIT> T T LY, Fi=. Custom Primer 2 H9 %
HMEELTTIL,

Index type selection R2> M5 Custom Z:EIRLF=M5. Run Configuration EFE TldFk 26 5 HR
L. AL BZERELTTSLY,

® HiSeq 75vhk74—.L Sequencing run setup E75 TA4—RJISU T HARSA4Y

Dual Index £%E % FL\T Sequencing Run MEEEZFITo>TTFELY, QXT Custom Primer [FARZ#ERI7SR
4 JL=F® Sequencing primer D Fa1—TITHRMENTLVST=8 . Run DH T Custom Primer Z{E A
T EEOICHEGEARFANGEREFFTETT .

Index type selection R2> M5 Custom Z:EIRLF=MD5 . Run Configuration EE TldFk 26 5
L. AL BZERELTTSULY,

% 26 Run Configuration BIE@TOHY A7 ILEDERTE

Run Segment Cycle Number
Read 1 100

Index 1 (i7) 8

Index 2 (i5) 8

Read 2 100

Sequencing Run M5 T #%. CASAVA AL T demultiplex &h = FASTQ T—42%H HLET,
FEHTIZ SureCall ZFERALELMES . AGeNT (74 T2—KR)22 5 Y—)L)ERLT Read h o744 T4
—BHNJSUTEREBLTTEN, ZOY—ILIXFASTQ R OT—42%EY5AA T Sequencing Read
DIHEMNSTETI—EINEREL. NS THO FASTQ 774 ILEEHLET , BIED AGeNT &7 D
BB LR SFor0—RTEET,
http://www.genomics.agilent.com/en/NGS-Data-Analysis-Software/AGeNT/?cid=AG-PT-154&tabl
d=prod2570007
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5. J7L2RA

ZDETIX. FYLDER&E. THROY T IL Sequencing ATV 7T THIAT BIERLEEDT7L

DABIZOVTERBALET .
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EEE S

SureSelect™T FHEXYMI, UL TOEBREIANSKRYET , & Box (T IEERETREL T,

% 27 SureSelect®™TReagent ¥vb B GH—&

Component Kits Storage HiSeq or HiSeq or NextSeq NextSeq
Condition MiSeq (ILM) MiSeq(ILM) (NSQ) (NSQ)
16 Samples 96 Samples 16 Samples 96 Samples
SureSelect QXT Library Prep Kit, Box 2’ -20°C 5500-0120 5500-0121 5500-0126 5500-0127
SureSelect OXT Target EnrichmentKit, LM Room 5190-7333 5190-7335 5190-7333 5190-7335
Hyb Module, Box 1 Temperature
SureSelect OXT Target EnrichmentKit, LM —20°C 5190-7332 5190-7334 5190-7332 5190-7334

Hyb Module, Box 2

*SureSelect QXT Library Prep Kit, ILM, Box 1 [EZDY=a 7L THRBAINTLNST—78—TIE
FRLEEA,

K 27T DBFBRMOABIFIUTORICEHSATOET,

% 28 SureSelect QXT Library Prep ILM, Box 2 D AR

Kit Component 16 Reactions 96 Reactions

SureSelect QXT Buffer tube with white cap bottle

SureSelect QXT Enzyme Mix ILM tube with orange cap tube with orange cap

Herculase Il Fusion DNA Polymerase tube with red cap tube with red cap

5x Herculase |l Reaction Buffer tube with clear cap tube with clear cap

100 mM dNTP Mix (25 mM each dNTP)  tube with green cap tube with green cap

DMSO0 tube with green cap tube with green cap

SureSelect QXT Read Primer 1 tube with amber cap tube with amber cap

SureSelect QXT Read Primer 2 tube with black cap tube with black cap

SureSelect QXT Index Read Primer tube with clear cap tube with clear cap

SureSelect QXT P7 dual indexing P7 i1 through P7 i8 provided in 8 tubes P71 through P7 i12 provided in 12 tubes
primers with yellow caps (one tube per primer) with yellow caps (one tube per primer)
SureSelect QXT P5 dual indexing P5i13 and P5 i14 provided in 2 tubes P5i13 through P5 i20 provided in 8 tubes
primers with blue caps (one tube per primer) with blue caps (one tube per primer)
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5. Y7L XA

5= 29 SureSelect QXT Library Prep, NSQ, Box2 D A&

Kit Component

16 Reactions (p/n 5500-0126)

96 Reactions (p/n 5500-0127)

SureSelect QXT Buffer

SureSelect QXT Enzyme Mix ILM
Herculase Il Fusion DNA Polymerase
Herculase Il 5x Reaction Buffer

100 mM dNTP Mix (25 mM each dNTP)
DMS0

SureSelect QXT Read Primer 1
SureSelect OXT Read Primer 2
SureSelect OXT Index Read Primer

SureSelect OXT Index 2 Read Primer NSQ

SureSelect OXT P7 dual indexing primers

SureSelect QXT P5 dual indexing primers

tube with white cap
tube with orange cap
tube with red cap
tube with clear cap
tube with green cap
tube with green cap
tube with amber cap
tube with black cap
tube with clear cap
tube with purple cap

P7 i1 through P7 i8 provided in 8 tubes
with yellow caps (one tube per primer)

P5i13 and P5i14 provided in 2 tubes
with blue caps (one tube per primer)

bottle

tube with orange cap
tube with red cap
tube with clear cap
tube with green cap
tube with green cap
tube with amber cap
tube with black cap
tube with clear cap
tube with purple cap

P7 i1 through P7i12 provided in 12 tubes
with yellow caps (one tube per primer)

P5i13 through P5i20 provided in 8 tubes
with blue caps (one tube per primer)

% 30 SureSelect QXT Hyb Module Box #1 DR

Kit Component 16 Reactions 96 Reactions
SureSelect QXT Stop Solution bottle bottle
SureSelect Binding Buffer bottle bottle
SureSelect Wash Buffer 1 bottle bottle
SureSelect Wash Buffer 2° bottle bottle

* ZHF1—T D5 JLIZIE SureSelect Wash Buffer 2 F1=[& SureSelect QXT Fast Wash Buffer 2

ERRBSINTVEY,

* 31

SureSelect QXT Hyb Module Box #2 DARE

Kit Component

16 Reactions

96 Reactions

SureSelect QXT Fast Hybridization Buffer
SureSelect QXT Fast Blocker Mix
SureSelect QXT Primer Mix

SureSelect RNase Block

tube with yellow cap
tube with blue cap
tube with clear cap

tube with purple cap

tube with yellow cap
tube with blue cap
tube with clear cap

tube with purple cap
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SureSelect QXT Dual Index D5 EE 5|
SureSelect®™T AU TYIRDEREEBRINEFRDRIZRLET . FA1VTYIRIE 8 R—ADRETT, 8
R—ZADATYIRERNTSA4TS)®D Sequencing ZIT5HEICDNTIEAILIFT DOERYKRUVEREA

[ZHE>TZSLY,

*x 32 SureSelect®™T P7 index 1 hhi5 12

Index Number Sequence

P7 Index 1 (P7i1) TAAGGCGA
P7 Index 2 (P7 i2) CGTACTAG
P7 Index 3 (P7i3) AGGCAGAA
P7 Index 4 (P7 i4) TCCTGAGC
P7 Index 5 (P7 i5) GTAGAGGA
P7 Index 6 (P7 i6) TAGGCATG
P7 Index 7 (P7i7) CTCTCTAC

P7 Index 8 (P7 i8) CAGAGAGG
P7 Index 9 (P7 i9) GCTACGCT
P7 Index 10 (P7 i10) CGAGGCTG
P7 Index 11 (P7 i11) AAGAGGCA
P7 Index 12 (P7i12) GGACTCCT

%= 33 SureSelect®™T P5index 13 H\5 20,
HiSeq & U MiSeq 75 vbhI4+—L, F1=[F NextSeq F5vhT+—L% BaseSpace LTS5 F
58

Index Number Sequence

P5 Index 13 (P5 i13) TAGATCGC
P5 Index 14 (P5 i14) CTCTCTAT

P5 Index 15 (P5 i15) TATCCTCT

P5 Index 16 (P5 i16) AGAGTAGA
P5 Index 17 (P5i17) GTAAGGAG
P5 Index 18 (P5 i18) ACTGCATA
P5 Index 19 (P5 i19) AAGGAGTA
P5 Index 20 (P5 i20) CTAAGCCT
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% 34 SureSelect®™T P5index 13 M 20, NextSeq 75wk I4+—L*

Index Number Sequence

P5 Index 13 (P5i13) GCGATCTA
P5 Index 14 (P5 i14) ATAGAGAG
P5 Index 15 (P5 i15) AGAGGATA
P5 Index 16 (P5i16) TCTACTCT
P5 Index 17 (P5i17) CTCCTTAC
P5 Index 18 (P5i18) TATGCAGT
P5 Index 19 (P5i19) TACTCCTT
P5 Index 20 (P5i20) AGGCTTAG

* NextSeq DT> % BaseSpace L TITo5HE. & 33 DEEFIZFEALTTILY,
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Dual Index {4147 )LD Multiplexing [T 25151~

Dual Index Z#ftMLf=H>FIDT—ILIZETBHALFS/42 LT, 16 RIEFVhEER 3512, 96 Rt
FuhlEFk 36 ITENTNHERT IO TVIRDMAEOLEDNRBEINTVET  COHEEL, Mim
® Index Read DEEICEH A VIV THS—INSURANMRIENEKSICHAEHOENRESNTLVET,
Low-plexity M EERDFEIZ (X Single index &L T3 Dual Index &L T# Demultiplexing M T=5F 81
MNHYET , Demultiplexing DIEIZIX 1 Y2 TILHT=YIZHB 5N S Sequencing EM TR KIZHED LI,
1bp DERTYFEHBRTHRELHRALTTSLY,

#£ 35 16 RIEFyh® Dual Index (0> FILDT—ILIZEET BHARSA

Plexity of Sample Recommended SureSelect®™T P7 Indexes Recommended SureSelect®™T P5 Indexes
Pool
1-plex Any P7 index (i1 to i8) Either P5 index (i13 ori14)
2-plex P7 i1 and P7i2 OR P5i13and P5il14
P7 i2 and P7 i4
3-plex P7 i1, P7i2 and P7 i4 OR P5i13 and P5i14 (as needed)

P7i3. P7 i4 and P7 i6 OR
P75, P77 and P7 i8

4- or 5-plex P7 i1, P7i2. P7 i4 and any additional P7 index(es) OR P5i13 and P5i14 (as needed)
P7 i3, P7 i4, P7 i6 and any additional P7 index(es) OR
P7 i5, P7i7. P78 and any additional P7 index(es)

6- to 8-plex Any combination of 6. 7. or 8 different P7 indexes P5i13 and P5i14 (as needed)
9-to 16-plex All eight P7 indexes (i1 to i8) P5i13 and P5i14 (as needed)



5. JI7LYRA

£ 36 96 RIGFyh® Dual Index 0> FILDT—ILIZEET BHARSA

Plexity of Sample Recommended SureSelect™T P7 Indexes
Pool

Recommended SureSelect™T P5 Indexes

1-plex Any PT7 index il toil1

2-plex P7 i1 and P7 i2 OR
P7i2 and P7 i4

3-plex P71, P7i2 and P7 i4 OR

P7i3. PT id and P7 i OR
P75, PTiT and P7 i8

4-plex P71, P72 PTi3 and P7 i OR
P7i3. PT i4, PT 15" and P7 i6 OR
P7i5, PT i6*, PTiT and P7 i6

5-plex P70l PTi2 P713", PT 4 and P7 i5" OR
P7i3. PT 4, PT15%, PT it and p7 i7* OR
P75, PTi6%, PT 17, P7 i8 and p7 19"

- to 11-plex Any combination of P7 indexes i1 to 111 using each index
only once

12-to 88-plex Any combination of P7 indexes i1 to i11 (as needed)

89-to 96-plex All twelve PT indexes (i1 toi12)

Any P5 index (i13 to i20)

P5il3and Phi14 OR
P5i15 and P5i16 OR
P5i17 and P5 18

P5i13and Phi14 OR
P5i15 and P5i16 OR
P5i17 and P5 118 (as needed)

P5i13and P5i14 OR
P5i15 and Phi16 OR
P5i17 and P5 116 (as needed)

P5i13and P5i14 OR
P5i15and Phi16 OR
P5i17 and P5 118 (as needed)
P5i13and P5i14 OR

P5i15and PHi16 OR
P5i17 and P5 118 (as needed)

P5i13 and P5i14 and any third P5 index OR
P5i15 and P5i16 and any third P5 index OR
P5i17 and P5 118 and any third P5 index
(as needed)

Any PS5 indexes (i13 to i20, as needed)

FIDR—ITREINF=AVTIIRIE,. T=ILENBIEIDH U TILEREDBA T VO RERF|EHED
FDTHNIEX. P71 S P7iMM OFDMDATYIRTEESHRZ D ELAIEETT,
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SureSelect £7AFILDEWLIZDNTD YA VIYIFLIR
SureSelect QXT, SureSelect XT, SureSelect XT2 O &7OR3LDEWVELITIZRLET,
% 37 SureSelect 7OraILDER

Step/Feature SureSelect?T SureSelectT SureSelect'?
Library Prep
DNA fragmentation Transposase-mediated Mechanical shearing (Covaris) Mechanical shearing (Covaris)
Library Prep DNA input 50 ng 3 pg or 200 ng 1 pg or 100 ng
Library Prep steps + Fragmentation and * End repair * End repair
adaptor tagging in single . 4A taling +  Sequential dA-tailing and
step - Ligation ligation
* PCR - PCR - PCR
Number of AMPure XP 2 5 (4 for low input protocol) 3
purifications during Library
Prep
Hybridization/Capture
Hyb DNA input 750-1500 ng for >3 Mb 750 ng for all capture sizes 1500 ng total (pools of 8 or 16
500-750 ng for <3 Mb indexed samples) for all
capture sizes
Indexing Dual index (post-capture) Single index (post-capture) Single index (pre-capture)
Library pooling Post-capture Post-capture Pre-capture (pools of 16 for
captures <24 Mb or of 8 for
exome captures); post-capture
pooling optional
Hybridization buffer 1 tube 4 tubes 1 tube
Blocker 1 tube 3 tubes 1 tube
Hybridization mix Hyb buffer + capture library ~ Hyb buffer + capture library Hyb buffer + capture library
preparation temperature mixed at RT mixed at RT mixed on ice
Hybridization protocol Thermal cycling (90 minutes) Constant temperature (65°C)  Constant temperature (65°C)
using 60 cycles of 3 sec for 16 or 24 hours for 16 or 24 hours
@37°C and 60 sec @65°C
Step/Feature SureSelect®™T SureSelect” SureSelect*™
Streptavidin bead addition  Hybridization mixture Hybridization mixture held at ~ Hybridization mixture held at
conditions transferred to RT and then 65°C while added to beads 65°C while added to beads
added to beads
Number of capture 1 x Wash 1 1 xWash 1 1 x Wash 1
washes 3 x Wash 2 3 x Wash 2 6x Wash 2
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