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Copy Full Gel Image

Copy Selected Gel Lane Image

Show Cursor
Cursor

Cursor

Hide Cursor
Cursor

Cursor
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Auto Intensity

Normalize Intensity to Lower Marker
Lower Marker

Normalize Intensity to Upper Marker
Upper Marker

Enhanced Contrast

Gel Image Color

1:1 Gel Image
1:1

Hide / Show Marker Peaks
Marker /

Hide / Show non-integrated peaks
/

Gaussian Fit

Create Annotation

Edit Annotation
Annotation

Zoom

AutoFit
Zoom

• Gel Image Color
• Hide / Show Marker Peaks, Hide / Show non-integrated peaks, Gaussian Fit

•

Annotation
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Zoom

Drag

Autofit
Zoom Drag

Copy

Peak Label

None / Peak ID / Migration Time (min/sec) / Peak Height / 
Corrected Peak Area / Size (bp) / Concentration (ng/uL) / nmole/L

• Well
•

•

Lower Marker (LM)
Upper Marker (UM)
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Create Annotation

Edit Annotation
Annotation

Show / Hide Baseline
/

Show / Hide Peak Start / End Point
/

/

RFU nmol/μL
Time Size Set Display Starting Time

Peak Table
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Peak Table

Peak Table

Size (bp or nt)
LM (Lower Marker) UM (Upper 

Marker)

ng/uL

% (Conc.)

nmole/L

From

To

Avg. Size

CV %

TIC

TIM

Total Conc.:

Option Concentration Unit
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1. Add Peak
2.
3. Accept Change

1. Split Peak
2.
3. Accept Change

ProSize

1. 2. 3.

1. 2. 3.
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/
1. Move Peak Start/End Points
2.
3. Accept Change

Delete Peak

Cancel

Undo

Copy image to Clipboard

Export Data to Clipboard

Export Data to Excel
Excel

1. Merge Peak
2.
3. Accept Change

1. 2. 3.

1. 2. 3.
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1. Peak Table Set Individual Parameters
2.

3. Show Results Peak Table

Peak Analysis*

Marker Analysis*

Quantification*

Smear Analysis Smear Analysis (P.13 )

Flag Flag Analysis (P.15 )

Advanced Flag Advanced Flag Analysis

Inclusion Region

Advanced Settings

*

Set Individual Parameters

Show Results
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Smear Analysis

Smear Analysis

1. Peak Table Set Individual Parameters Smear
Analysis

2. Start Size (bp/nt) End Size (bp/nt) 
Display Smear Range /

3.
Apply to All Apply to
Selected

4. Show Results Peak Table

5. Peak Table Smear Analysis

Start Size End Size Display Smear Range

Smear Analysis 
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ID Sample Well

Range

ng/uL

% Total

nmole/L

Avg. Size

CV %

Smear Analysis

(Smear Analysis )
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Flag Analysis

Flag Analysis

1. Peak Table Set Individual Parameters Flag

2.
• Tag
• Value Unit Range
• Flag1 2 2

AND/OR/AND NOT/NOR

3.
• Save Flag Parameter (.Flag )
• Load Flag Parameter .Flag
• Remove All Flag Parameters

4. Show Results Peak Table

5. Peak Table Flag Analysis
1 0

Clear

Flag Analysis

Flag Analysis
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Plate map
•

• Create
Annotation, Edit Annotation, Show/Hide Baseline, Show/Hide Peak Start/End 
Point
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(Project )

1. Analysis Overlay Samples, 
Project Create Project

2.

3. Well

4.
•

•

5. Project > Save as

Project

Project
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Analysis→ Show Size Calibration
Ladder

Ladder

Ladder
(P.10) 

Default Ladder Well Ladder Well

Curve Fitting Calibration Curve
( )

Use Imported Ladder Profile Imported Ladder

Peak Analysis

Apply

Export Ladder
Imported Ladder

Cancel

Imported Ladder

ProSize Ladder
Kit Kit

Calibration Curve
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Ladder Error 

Ladder Ladder
“Warning: Mis-match between detected peaks and ladder 

assignment! No sizing calibration curve is established”
Ladder (P.18 ) Ladder

• Ladder Well

Default Ladder Well Ladder

•

Peak Analysis

•

Peak Analysis
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DNA
Genomic DNA DNA

DNA Quality Number (DQN) 0 10

1. Option DNA Quality Number (DQN) Enabled

2. Peak Table Set Individual Parameters DNA Quality Number

3. Size Threshold
4. Apply to All Apply to

Selected
5. Show Results Peak Table
6. Peak Table DQN Threshold

Genomic DNA
Genomic DNA
Genomic Quality Number (GQN) 0 10

1. Peak Table Genomic Quality Number
2. Size Threshold
3. Apply to All Apply to

Selected
4. Show Results
5. Peak Table GQN Threshold
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Total RNA
RNA Mode total RNA RNA Quality Number (RQN)

RQN 1-10 1

1. Peak Table Set Individual Parameters Advanced settings 

2.
RNA (Eukaryotic) RNA (Prokaryotic) Total RNA (Plant)

3. Show Results Peak Table
4. Peak Table rRNA RQN

rRNA
rRNA

Advanced Settings
Peak Table (RNA (Eukaryote) Mode)

(RNA (Eukaryote) Mode)
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mRNA
mRNA total RNA
RNA Contamination Peak Table
rRNA

Small RNA
Small RNA microRNA small RNA
Peak Table Peak Table
Set Individual Parameters small RNA Region

Peak Table (mRNA Mode)

(mRNA Mode)

Peak Table (Small RNA Mode)
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File>Export Data
CSV

File>Generate Report
PDF
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1. Batch Processing > Batch Data Process
2. Folder Selection

Selected Data
3.
4.

5. Start

Batch Processing

Help>zip opened data file
zip
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