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DNF-475-0050 5x Capillary Conditioning Solution, 50 mL 1
Eppendorf LoBind 0.5 mL Tubes (bag of 50) 1
BBIRE (4°C)
DNF-270-0240 Genomic DNA Separation Gel, 240 mL 1
DNF-355-0125 5x 930 dsDNA Inlet Buffer, 125 mL 1
DNF-497-0125 0.25x TE Rinse Buffer, 125 mL 1
DNF-300-0008 BF-25 Blank Solution, 8 mL 1
DNF-375-0120 HS Genomic DNA Diluent Marker, 120 mL 1
DNF-367-U050 Extended Genomic DNA Ladder, 50 pL 1

TRIRE (-20°C)
DNF-600-U030 Intercalating Dye, 30 L 1
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5200 Fragment Analyzer (12 AFvESY)

ARG TIVE
(S [EIER)

12.(1)
24 (2)
36 (3)
48 (4)
96 (8)

Intercalating Dye

1.0 uL
1.5puL
2.0 yL
2.5uL
4.5 L

5300 Fragment Analyzer (48 AF+ESV)
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48 (1)
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Kit ARYY

DNF-467

Genomic DNA 50kb Kit

75- 60,000 bp

25 -250 ng/pL input gDNA
25% CV
+ 30%
50 min.

60 min.

TResults using gDNA sample in 1x TE buffer
US = Ultra Short, S = Short (Ultra Short (& 5200 Fragment Analyzer Dd#)
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https://www.chem-agilent.com/Isca-booth/DNAMicroArray/yan_MicroArray.htm
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