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®"Save Comparison File” 741>%& 7Yy 3 3& ™
VER UL D7 AV 2 RIFTEET save compareon
Comparison file DILEEFE YA DREIC “c” HDEXT, Comparison Fie

f51) D1000 @ Comparison file — Comparison_X_Lanes_xxx.cD1000

T —
& Electropherogram OEREORFEREFEETCEFI. = :;"“_ﬂ':s"_“
T EBURWWIILEELE gel image £T P I I I "
BIILET, =—-=c "" :
=L LLLL B e
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DNA YOINDEE - YA XEX RIS FRSNBVIEBNHIHE pl2 2ZSRIZE,
-Gel £L[Z Electropherogram RrDBE N
Peak Table: £E-JDF—Ih'FERENET, Gl Eectropheragram
o= ZOfhiBHTE3ER
Size [bp] E—JhyT DX P
°__ 1 T)EE T -Area
Conc. [ng/ul or pg/ul] E-OnigE -From [%]
Peak Molarity [nmol/l or pmol/I]  E—%2®Molarity ‘E'I’tht[bp]
-Heig
% Integrated Area StEEINrE-IEED % -Peak Number
. i 0,
Peak comment C-DOVTI MRATEES . oty
Observations MarkerREnFRRENES o 12p]

Sample Table: £9> 7 0OT —INERRINET,

= QOUBENIEIEL=

Conc. [ng/ul or pg/ul] Y T ILOERE* -Source

- SN (Comparison file 0)‘7“-‘—_’5”&%‘3(,\7':1%%\
Sample Description f%%%%;/a_ VERENTRENET . TTOT A0 file BHRFENFT)
Alert T4 BorRE. (A hERENET,
Observations Ladder, Alert DRBRENFRENET,

*D1000/HSD1000 (&85 NE—IDEFTORECRDFY

ﬂ Sample Table (& Gel £LLIZ Electropherogram FrERBIUTY,

. i /_\ I=FAS
Region FmDHS | Region DEEE(E Sample Table (CHRIENERA, |

Region

Region Table: & Region OF —IhFERENFI,

ZOfENITESZIRR

From [bp] Region faHA1X -Area
. X -Automatic Region

To [bp] Region #&TH1X True: Assay Option®Region T
Average Size [bp] Region OFIHAZX BI/MRELASE

i False: ¥YZ17JL T Region %&E
Conc. [ng/ul or pg/ul] Region DIEE LiEES
Region Molarity [nmol/l or pmol/I]  Region ® Molarity *Region Number
% of Total St&ansz Region ©%
Region comment Region ZBRENTRENET,
Color RIESNI Region O

-14-



Analysis Software_4.1

Genomic DNADHDILEE

Bl C1 D1 E1 F1 G1 H1 A2 B2 C2 D2 E2 F2 G2 H2

& r. N

¥ )LDNADDREZIERI S
m DIN (DNA Integrity Number) O3FR

JIL—>DTF . Sample Table (C
DIN H"E#THRRENET,

DIN B"RRSNBWEE(F p24 ZZSBRTEE,

18.0 Human gDNA

25.0 Human gDNA {(column cleanup)

20.7 Human gDMA (1 min fragmented}
12.1 Human gDMA (2 min fragmented)
22.4 Human gDNA (5 min fragmented)

DIN ORREHEDESE

“Region Settings”h'5 “DIN"MIEET
I REENTEET,

File #7h% “Option” THRETEET,

Co e

o
nnnnn < £|7e 2| 2
EEEEEE:EEEEE

7] Enable ONA Integrty Mumber (CIK)

Regions Vau can customize colors and thrasholds for GIN Resuts Fiagging
¥ Enable DIN Results Flagging

prmary [ [ ween e s - B |
Secandary B when vaive s > 0 : |
Terary | —
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Genomic DNADOHDHLRE h DO

Scale to MW Ranqe (22 bTIE ON)

== === igAssign o
E #= et e ¢t N
cal £l S Scale to Co B Show All EPG Reset Deteql:tlu-n Restore lDefauIt R.egllon
Sample | Sna pshot Lanes Snapshot Zoom é Remove Settings Settings Settings

Gel EPG Analysis

IE OFF (C93CET. T—HEENLND
IV buffer DIREDOS I FIVEHER I BN TEET,

Scale to
MW Range

ON (F7#)LK)

FFENIERCAZO.
¢ i EIBEREOTND,
.. = EENEL.
- REDY > TINDIZFE FILOFRICABRNES
7l RECHYILSIIANREENET.
| A ’
o ol olaibbERE

ZILE buffer IEEDSI L (—)
Electropherogram R R T “Well” £FRRENFT,

B1

OFF R

B1: Human gDNA 600 -

4 & @
2800
o —
1500

0

5 \

T

!

o sl lal ittt fw‘??

f

o
o
o

-
o
o

o
o
o

Sample Intensity [FU]

Sample Intensity [FU]
g

o
o

o

Size
[bp]

100
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Cell-free DNA omotge | [ [ [~

+ Cell-free DNA Assay Tl&7J#4JLRT Region View FReENFEd,
o FRMTYINII7T—ERISIC Cell-free DNA ZFVEZE(E. “Scale to Sample” T&RRENE T,
* D7V EA DT —FZBVTVRIEE. ZRREANIEDIHZENHDET,

Cell-free DNA QEIE%ZH#RTD
m %CfDNA DR

JIL—>0DTF . Sample Table (C
%cfDNA (50 — 700 bp O&KICHTIZEIE) H
B TRRINET,

ARPERPERERER

%CfDNA NTRIRSNBVNEE(F p24 ZISIRTIEL,

%CcfDNA DRREEEDEE

“Region Settings"h*5 “%cfDNA"DIEET
IR EENTEET,

File#Th5 “Option”" TERKECEEY,

Run Pr¢

Run Proper

Screen’

ScreenTape
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RNA $¥) RINe Z)LJUZLheREENz), A01.04 LIFTTETEENZ RINe LIEBNRRZEENHNET,

Total RNAD DRE%MHEIRID
mRIN®e (RNA Integrity Number equivalent) OFx

@ = Arssgn Ny =
gi““&g% %5»»« g ol b

N ERE— e e
I = s i3 e ‘
« D1 EL FI GL M1 A2 B2 2 D2 €2 F2 G2 M2 BL: rat kidney total RNA Omin 94C
Gel image O FRU — # o ¢
RS |
‘

Sample Table ((FRRENFT,

a Intanstty (U1 {10°3)

RINe NFRIRENBVEZE(E p24 ZZSRRIZEL,

RIN® QRREHFEDESE

“Region Settings” H'5 “RIN¢” OIEET
I EREENTEFT,

File #7h5 “Option” THERECEEY,
RINe OFRE (TIAIDNERTE)
- >8.1 :

B 65T S

|

seconcary [ Auteman:
Tetary | Thams coors

= EEEEEES
Stondd Cokos

ma

m EYEOYINE X -
RIN® ($E A BRI CITTEL TVES, ol
KBNS DRI T NITT L TEBY BN TEET = |

o v s s frotes o | N enee e o P e Prokaryotic
View | Disply Gel G I Anaiysis
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RNA || BYINDBE -BAXAEEERTD ForcNBVWEBNDZIHE pl2 2ISRIZEL,

-Gel £L[Z Electropherogram RRrDHE

Peak Table: EE—-VIDFT—Ih'FERSNET, Gel  Lctropherogram
- Ao
Size [nt] E-ohvITob(4 X .% of Total
Conc. [ng/ul or pg/ul] E-I0EE :'é‘rrg; (%]
Peak Molarity [nmol/I or pmol/I] E—4m Molarity :Erggﬂht[nt]
% Integrated Area StEINEE-IEEO% -Peak Number
Peak comment E=-ICOVWTIAY MERRATEET, :_I?;lrEo/l?’i]stance =
Observations Marker, rRNA RENTREINET el

Sample Table: £Y>TILOT—IhERRENFET,

ZOMENTEHIEE

RINe RINe HERENET .285/18S (Height)
285/18S (Area) 285 ¢ 185 OE—VEREOEIE :;iﬁﬁ:é\rea
Conc. [ng/ul or pg/ul] SUTIOEE ;E%’;?Eggsg&ﬁ;bgggﬁ?%tﬁé‘
= =~ YERSE -Total RNA Area
Sample Description f%g%%;j{ ; NEBENFFRENET '
Alert T-AICEIREN IR S, '@" HNERENET,
Observations Ladder, Alert DRBRENFTRENE T,
on E=0iEA ﬂ Sample Table (& Gel £LK(Z Electropherogram FrEEBUTY,
‘Region mdima | Region MEE (X Sample Table (CIERERENFLA, |

Region Table: & Region OT —AINWERSNF I,

P ZOMENTEZIER

From [nt] Region BEIAYA X -Area
. " -Automatic Region

To [nt] Region #3744 X True: Assay Option ® RegionT
Average Size [nt] Region OFHFHAX N/ ffﬁ%u—iigé_? )

. False: ¥Z17JLC Region Zi%E
Conc. [ng/ul or pg/ul] Region DIEE uiEa
Region Molarity [nmol/l or pmol/I] Region @ Molarity *Region Number
% of Total StE&Enz Region®%
Region comment Region &ARENFRENET,
Color RTESNZRegionDE
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T—5%hNnIS

File #7h5 “Export Data” #&iRU. HAOURWEREEVET,
Peak/Sample/Region Table/Electropherogram Data* (& csv 2=, Elf&k(E png FER THHENET,

\ TapaStation Ansiyis Sofbeare 41 - Ekaeyoic RNA-Tubes- 16 AIGA fread-on]

Export Type

Settings Preview

Samples Exparting il rosuce:
Expon o CsY Expand to sebect inclnadual samples: 1 & Hectropherogram Data €5V
* Samples B )
Include filesfor
Export ta XML 1 e e
] Pesk Tatle
Export Images :

) Eiectropherogram Data
) aiigned
Coluamn contents and order:
) Al availabie columns in fived ardes

8 Al columns from tables in tabie order

Export images

4 A 8 i ) 3 F J H 1 3 K L
1 AL: LaddeiB2: 270 byF2: 270 G2 270 by H2: 270 bp smear Sng/IL
m——t— 2 | 0.10a457 o 0] 1.474715 0.812136
) 3| 000542 o 0| 1.45866 0.791512
o 4 0421673 [} 0[1.325631 0.863793
[ inchude each samle’s 675 imsge S 0951695 0 0[ 1253969 0.7283
6 | 1.285442 0 of 1155342 0.67832
Exmeriment rogsrties 7| 125206 0 0] 1.068197 0.702471
) inciusse Experimant Properties for esch file. 8 1.2787 0 0| 1.100323 0.623887
9 | 1078470 0 0| 1.145027 0.5417; B
Exportad et iocacen 10 | 0.980611 0 0| 1.215355 040335 coo g Y
11| 1.158636 0 0] 1.279871 0.48465
12| 1402474 0 of 1.36723 043571
13| 1.519031 0 2931991 1.230827 0.27958 0
* oo 14| 1.060178 0 3728975 1.037204 0.30851,
a = 15| 0647565 0 3891520 0.772674 0.06942 .
IZ7tET Electropherogram Zi#E TEE Y, Slosmeoimimslomed 0000
. . 17| 0420606 0 2821155 0.551561 0.14869
| TapeStation Analysis Software SOV IRII7T 5] ‘o764 0 2751638026248 027209 e iR
P i o 19 | 1467183 0 2343341 0.96547 0.49682 / \ 4
E_-I-Eéni_—j—_g(;ﬂ/ \— hb_cb\iﬂ'/\l 20 | 1.643267 0 2.163668| 1.053121 0.49307 \ 1
a “ o 21 1688291 0 1.793988) 0.061687 0.52384 / \
22 1468989 0 1292815 0.77214 0.39997 /
23| 1.020672 0 11263|0.358886 02937 / ‘
24 | 0.956406 0 0.93883(0.002781 0.24344 ¥ \
@ — o r— 25| 10304 0 1467494 0.019037 0.23880 )
26 0861923 0 2.355342| 0.05956 0.11703 o
27 0.249844 0 2073542/ 0.095186 00994 ¢ W® @ w0  aw W  w @
=] 28 0224195 0 0921107/ 0.175471 001697
29 0359718 0 0.143563| 0.301502 l
30| 0.49397 2.296305 0.051817|0.289233 0.061108. o
31| 1.032882 3.338333 0.503476| 0.17642 0.193638

Lik—bMafFrk 93

File 75 “Create Report” #EIRUEYT . LR—NIEDT 413 “Settings” THHRIGEIRTEEY,
PDF e CYERENE T,

| - 2200 TapeStation Analysis Software A.01.04 - D1000.D1000 [read-only] - B

18- File
Settings Report Preview

totes ot leilecmEnE

[#) Include Notes Section

.
Gel Image =]
Recent Files
D1000 ScreenTape® Page 1 of 20
Create Report EE -
Notes
1000
Export Data Controller Notes
Demo File
o R Sample Table
) Include Sample Table Gel Image
e : (rl ww B1 €1 DI E1 FI GL H1L A2 B2 €2 D2 E2 F2 G2 H2
=p Thumbnail Electropherograms
Options [T Include a thumbnail EPG of each sample m
;.L " - —
% Exit Samples " [ = [
¥] Electrapherograms B - : . —
Expand ta select individual samples: . - |k
» Samples
with each sample, include the:
] Peak Table b
[ZI Region Table and Electropherograms
Profila fnmnarienna [ z,,m,,_" ".,_,,
[ ™ e Sample Info

B

Well | Conc. Sar ‘Observations
Save As. Print Preview AL 163 D1000 Ladder Ladder -
= = T 1
[T Open file after saving [Type text to find... ]
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NSIWS1-T42D

[ AlertlCOWT ]]

F-AICEEN D S5 E. Gel image O_LEEPRU Sample
Table (€ “M\“NIFRENFT,

A - F—HREEN BB RN BT,

@ - Marker, Ladder HIELGRHENTHST
H4 X, RINe, DIN. %cfDNA hstE2NEtA.

Alert REI(L Observations (CRRSNF T, sEHll[ET TFRESSHBIZE 0,

Caution! Expired
ScreenTape

Caution! Expired
ScreenTape

(used after two weeks
of first use)

Ladder

Sizing changed

28S edited, 23S edited,

16S edited, 25S edited

Marker(s) not detected

Edited Lower Marker,
Upper Marker

2

SceenTape DOfEREABRNENTULS,

ScreenTape OEAEARNENTLS,
(BRAICEERLTHS 2 B E
BdBL TS, )

YA ZEtE(CERSNE Ladder ©

I/_>o

YA AEtE(CERSNE Ladder OF—
IHZEEINT,

E-V0fREE. F@T7P1>NEEZN
fzo RIN® OE(CRZE T 2 RIREIEN' GHDF
ED

Lower/Upper Markerh's2aan T
AN

T—AMBIEEN T, B4 ANRRENE

A, DIN 1 %cfDNA. RINSHFR RS
nE¥thi.

MarkerDiREE. FE7HA N EES
Nz, B4 XOE2EICRZEIT B 0] EEE
H&phET,
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{EFIEAPRAIMD ScreenTape iHE#%

BRUTIZE,

{EFIEARR Z1BETz ScreenTape i EEFERL
JeT —AICBULELTE— MR TEFRADTS T
A&V,

IEIEOME(FIHDFEE Ao

Electronic Ladder ®#Z&. Sample Description
Electronic Ladder ¢&&E2&keN THN. DLICIE “EL”
ERRENFT,

{EIE[E I UEWMETIEHDER Ao
TTOHAHERICRIHBS. “Restore Default
Settings” ZfERALTIZEV, —p7®@

RIN® (FFRRSNFT

TTOFERICRIIBE. "Restore Default Settings” %
fERUTEEW, —p7®

Markerz~¥ =17 )l CaRasl TLIZEW, —
pl10

Marker MEHEN TORVSE(EKED
ULRBLTIZE,

{BIEEITUERETEHDER Ao
TTOFER(CRIIZS. "Restore Default Settings” %
FEARALTEEV. =p7®
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Ladder run as sample

Issue with ladder peak
detection

(too few peaks
detected)

Issue with ladder peak
detection

(too many peaks
detected)

Markers outside
standard running
position

Peak out of Sizing
Range

No electrical current
flow detected.
Electrophoresis failed

Sample concentration
outside recommended
range

RINe¢ edited

RNA concentration
outside recommended
range for RIN®

Ladder "> TIELTTHA>ENTWLS,

DIN/%cfDNA (FFRRENEE A

Ladder®E —#h M g0,
YA ) (CR2ENE BT REEN HDE T,
DINY2%cfDNANRRESNFE Ao

Ladder®E—9#h'Z% )\,
YA (RN BT RN HDFET .

MarkerDFEEN2BEENS
HNTLS,
FIVEHRIFEIESN R RESNEITH

BAD ) ICEZENHZRIEEENHDE T,

DD FELENSIHIMN TS,

ERMRENTORO,
ScreenTape. B, FFEBEDOLIN
MNCRIEN®HDET

EERENEHEDSINTNS.
ESMENERETRVBIEEMENHDET .

RINeAREESNIZ,

RINSHERRESEENSIMITS,
RINCOAE(XEFEIENHDEE Ao
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Ladder®OtE—-%MEZR0.
EWKTHAL TN, —p24

Genomic DNADIZ&(E. Ladder
DR T EHESZDL TR,

Ladder®Ot —9%MESR 0.
EKTHAILTLEEEWV, —p24

Markerz¥—17 I T4 LTI
&L, — pl10

Marker MEHENTVRVSEE
PKENLRBLTUZEL,

Agilent Information Center®~>7J)L
S1-FIHERSBUTIZEW,

A AP E2MEEEENDDER A
SOERERBIDAssayZIEIRU TEE 0N,

ScreenTapeDEMBED(SENEH
{FBEUTUVRODERRL TIEEL,
N=ROI7EZMZITOTUIZEL,

$EFR I BIEEEFYR— NCBEIVED
HIZEW,

ZBI7YCADESEFNT
PKEIL TLIZE W,

RINe(FFRREINFT,
VINITITHT IAN KT
STEURINSZ R 9 B(C(d “Restore
Default Settings"#HL TZEW,
%p7®

HERRE SRR Tk ENL TXTEE L,
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The upper ribosomal
fragment has degraded

The lower ribosomal
fragment has degraded

The lower ribosomal
fragment is missing

DIN edited
(Marker position
changed)

DIN edited
(Ladder sizing
changed)

Sample concentration
outside functional range
for DIN (and this assay)

Sample concentration
outside functional range
for %cfDNA and the
assay

cfDNA Edited

The original ladder for
this lane had too many
peaks

The original ladder for
this lane had too few
peaks

File does not have
ladder assigned

=D FRIOrRNANDEEL TWLS,

D FRIOrRNAN S EEL TLS,

D FRIOrRNAN GRS TV,

DINHYR&ESNT,
MarkerOAIBENEEINIHE . RRS
F9 . DINDENEESNZAREENHDET

DINHRESNT,
LadderOE—IhZEEINEIHE. T
9., DINDENZEESNZRIREENHDET

DIN#ERREEFNSHM TS,
DINDAEMEFEENBDER A,

%CcfDNAHERREZEHNSIM TS,

%cfDNAMREZNT.
Marker®fIi&. Ladder®4 X, Region
NEEINGE. TRENFET,

Comparison filelcT
7TTDIT7A ) DLadderOt —IEh'%(\,

Comparison filelcT
FTTDOIT7A ) DLadderDt —IEh R,

Ladderzik& L TLVRLD, 7HA>aNT
WEHA.
DIN/%cfDNA (FFxFRENFEA.
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T —A%HERLTIZE L,
Agilent Information Centerd® 57
S1-FHERSBUTIE W,

DINFFRRENF T,

VINIITHTIAINT
STEUDINZZR R I3l “Restore
Default Settings"ZfAAL TZEW,
—>p7®

HEERRE SR TR ENL TXTEE L,

%cfDNARTRRENE T,

VINIITRTIAINT
FTEUIL%CDNAZFR <RI BIC(d “Restore
Default Settings" AL TZEL,
—>p7®

TTOI7A ) DLadderOt—o%
FERUIELTHA UL TLIEE L,
—p24

LadderzB 74> LTSV, —
p9
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[[ DIN/%CfDNA HERENBMES ]]

N N it

‘ Ladder (DE—O’ZFEEE[J'C(EEL\ 00 |
GenomicDNA @ Ladder (& Lower Marker 65 14 &,
cfDNA @ Ladder (& 12 KE-IHIRNET,
E-0#H P RVNEE(E DIN ARRESNFE A
E-IzBILTIZEWN, (F53EE pl0 S8)

Sample Intensity [FU]
s

Size
[bp]

400 ||

100
250

Genomic DNA @ Ladder D& (30 2k TD128.
vortex ISAODRE (BRELEFIDIVESTRE) o
BRI vortex (FURWTLZEL, E

& Sample ® Lower Marker ZIEUS7ZHA YL TLEE L,
(753%(& p10 B88) -

([ RIN® AERENALES

—

@ sample ® Lower Marker ZEU(PHAYULTKEEW, (53 pl0 S)

e B BT \E./_\] rRNA OE-7058Y (EHFR) 03 IFLamnsFRlans
[ RINe HSEIRETRVES | SEREICHURING PSEYRMETALIEE
=

-SEMENELVHIEERZL TSV, o

Eukaryotic [{

-18S Fzld 16S DE—H/ZEMERBL TKEE Vs
) 18S NMELGERHEINTLSIHS fl) 18S MELSERESNTLRWES
|
4.1
- -: k
o ol sl el g B m| ol 8l sl 88 2| i

rRNA E—JhV RSN TLRL

Fkl EE->TREEINTVSIES

rRNA OE-J7&RL (B{RRENFY) BIIINS
“Assign as 185/285/16S/23S" Z#EIRL TLIZE L,
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09774 IWDVERL

KEOBENMRRETHD. T-IDREENRERROTIEEMENHDHE.

07771 VDS EEFENTBENBDET

File 474D “Help” #&iR.
“Export Log Files” #JUyJ 93¢
zip R TIPAIVIMER SN E T,

JORVRBEDAD>O—RYA
https://www.chem-agilent.com/Isca-booth/DNAMicroArray/yan_MicroArray.htm
(OJ4>%. KAT—RESRVEDELZE, )

HmICRAIIBBVEDESL ;
Phone: 0120-477-111

Fax: 0120-565-154

Mail: email_japan@agilent.com

Bah - A— VAT L. B IERZRR
9:00~12:00 13:00~17:00
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