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-Gel L& Electropherogram#ZzRDBE N
Peak Table: £E-JDF—Ih'FERENET, Gl Eectropheragram
o= ZOfhiBHTE3ER
Size [bp] E—JhyT DX P
°__ 1 T)EE T -Area
Conc. [ng/ul or pg/ul] E-OnigE -From [%]
Peak Molarity [nmol/l or pmol/I]  E—%2®Molarity 'E'I’tht[bp]
-Heig
% Integrated Area StEEINrE-IEED % -Peak Number
. i 0,
Peak comment C-DOVTI MRATEES . oty
Observations MarkerREnRmenss o 12p]

Sample Table: £9> 7 0OT —INERRINET,

s ZOAMLENNTEZIER

Conc. [ng/ul or pg/ul] Y T ILOERE* -Source ‘

- PR (Comparison fileDT —5%RVIZE.
Sample Description )E%%%%éj{q NRBENTREINET FTOT —HDfileZNTRENET)
Alert T4 BorRE. (A hERENET,
Observations Ladder, AlertORBRENTRENET,

*D1000/HSD1000(F585#eNcE -V DEFTORE(CRDFT

ﬂ Sample Table(dGeltUL(EElectropherogramZx~¢EU T,

. i =niga
RegionZF DS I RegionMiEE(FSample TablellIRMRENEBA !

Region

Region Table: &Region®T —INEKRSNFET,

— TOMEINNTEZIEE
- W GBI EEp122HR)
From [bp] RegionBataH4 X -Area
. X -Automatic Region
To [bp] Region#& 74X True: Assay Option®RegionT
Average Size [bp] Region®FiFIH4/ X B/ MRELASE
i False: ¥YZ17JL CRegion%Z:%E
Conc. [ng/ul or pg/ul] RegionDiEE LiEEs
Region Molarity [nmol/l or pmol/I]  Region®Molarity "Region Number
% of Total StEaNnzRegion®%
Region comment Region&RrENFKRENET,
Color RESNZRegionDE
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Genomic DNADHDILEE

Bl C1 D1 E1 F1 G1 H1 A2 B2 C2 D2 E2 F2 G2 H2

& r. N

¥ )LDNADDREZIERI S
m DIN (DNA Integrity Number)DZ& R

JIWL—>0TF . Sample Tablelc
DINN'BE T&HRRINE T

DINNERRENBWMEE(Fp232ISIRZE N,

18.0 Human gDNA

25.0 Human gDNA {(column cleanup)

20.7 Human gDMA (1 min fragmented}
12.1 Human gDMA (2 min fragmented)
22.4 Human gDNA (5 min fragmented)

DINDRREEEDESE

“Region Settings”h'5 “DIN"MIEET
I REENTEET,

File#7h5 “Option” THEETEET,

Co e

o
nnnnn < £|7e 2| 2
EEEEEE:EEEEE

7] Enable ONA Integrty Mumber (CIK)

Regions Vau can customize colors and thrasholds for GIN Resuts Fiagging
¥ Enable DIN Results Flagging

prmary [ [ ween e s - B |
Secandary B when vaive s > 0 : |
Terary | —
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Scale to MW Ranqe (2z)hTIFON)

== === igAssign o
E #= et e ¢t N
cal £l S Scale to Co B Show All EPG Reset Deteql:tlu-n Restore lDefauIt R.egllon
Sample | Sna pshot Lanes Snapshot Zoom é Remove Settings Settings Settings

Gel EPG Analysis

Genomic DNADHDILEE

OFF(CT 32T, TN LN

I

FILEbufferdIRBE O ) F IV R T 2ENTEET

Scale to
MW Range
ON(FT#ILE)
DFENIEBICKEL,
¢ butter” TR ABIEZED TS,
.. - RENE,
i BEDYYTNDBE . FIORICASBED
i ;{ BB IINTFIVMEENE Y,
’ A
ol ol ol sl SERERABERE] =
F)hebufferdizBoS L (—)
Electropherogram#=’r T “Well"t RRENF T,
 —
OFF
B1: Human gDNA &00 f
& ﬂf & 500

Sample Intensity [FU]
100 ‘&

250 ||

400

600

-
o
o

o
o
o

Sample Intensity [FU]
g

o
o

o

Size
[bp]

100
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Cell-free DNADHOHEEE | [[ [ [~

+ Cell-free DNA AssayTld7J4)L hTRegion ViewxRRxeN%d,
o BEMTYI N7 T—EYIHICCell-free DNAZFIVZIZE(E. “Sample to Scale” T&RRENF T,
(20, RAVERIDO7YEATH “Sample to Scale”DFRICRDET, )

Cell-free DNAQEIS % RIS
m %CcfDNADZRR

JILL—>0TF . Sample Tablelc
%CcfDNA (50 - 700 bpOERAICHT TR EIE)H
EEIEZNIETR

%cfDNANRIRESNBVMEEEp232I SRS,

%cfDNADRREHFEDESE

“Region Settings”h*5 “%cfDNA"DIEET
ISR EENTEET,

FileTh5 “Option”" TERETCEEY,

Run Pr¢

Run Proper

Screen’

ScreenTape
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RNA $¥) RINeZILJUZ LHEEENI28. A01.04LIBT Tt E AN RINSH BN R R BIBENHIET .

Total RNADDRE %R TS
m RINe (RNA Integrity Number equivalent) D&~

gilﬂi? AN d @ w2

N ERE— e e
I = s i3 e ‘
« D1 EL FI GL M1 A2 B2 2 D2 €2 F2 G2 M2 BL: rat kidney total RNA Omin 94C
Gel image®F RO — # o ¢
RS |
‘

Sample TablelCZRRENFET,

 Iransty (FU1 (10°3)

RINSAFRRENBRVIZ S (Ep232 S HRIZEL,

RIN*ORRHFEDEE

“Region Settings”M*5 RIN®"OIEET
I EREENTEFT,

FileFTh5 “Option”" TERETCEEY,
RINSDFRRE (T IAINRTE)
- >8.1 ‘

>6.5 e _L

B oosur e —

|

m EYEOYIDE R -
RIN( B AL B CHTTL CVES, ol
ADSORELRTIhI17 L TEES SIS TERS. e |

— ‘ et s"“""‘;““’“‘”m i 5““':’;* o Prokaryotic
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RNA || BYONDEBE -HAXAEEERTD FrcNBLWEBENDHEP122ISEIZE,

-Gel £UL(& ElectropherogramzxRrDBE

Peak Table: EE—-VIDFT—Ih'FERSNET, Gel  Lctropherogram
- TOMENMTEZIEE
ne SR
Size [nt] E-IhvInb(4X .% of Total
o pr e -Area
Conc. [ng/ul or pg/ul] E-O0RE “From [%]
Peak Molarity [nmol/I or pmol/I] E—2mMolarity 'Ero_mht[nt]
-Heig
% Integrated Area StEENEE-IEEO% -Peak Number
R _ -Run Dist %
Peak comment E-J(OVTIXY MEEATEFT, .TcL,IrE%I]S =mes [
Observations Marker, rRNARENFRRENET e [t

Sample Table: £Y>TILOT—IhERRENFET,

ZOMLENTEBIEE

RINe RINeSN R RENET -285/18S (Height)
285/18S (Area) 28SL18SOE—IERHOEIE anh Area
Conc. | | Y FILOERE (Comparison file®F —4%RIVEH5ZE,
G L PR U TOF—S0fleZHERENET)
. AN IINERENTR o -Total RNA Area
Sample Description ANEETEET
Alert T-ACEEN D oTE A, ’@” RSN,
Observations Ladder, AlertORBRENTRENET,
ﬂ Sample TableldGelbUL(LElectropherogramZzrEEUTY,

‘RegionF=m0is | RegionDE2E (Sample TablellFRRENFEA |
Region Table: &RegionDT =N FERENET,

P ZOMENTESIER

From [nt] RegionfiaH (X -Area
-Automatic Region

To [nt] Regionf& 784X True: Assay Option®RegionT
Average Size [nt] RegionDIFIHA X BN/RELIEE
. False: ¥YZ17)L CRegionZ:%1E
Conc. [ng/ul or pg/ul] RegionDi=E uitEs
Region Molarity [nmol/l or pmol/I] Region®Molarity *Region Number
% of Total stE&NzRegion®%
Region comment Region&RENFTRENET
Color RTESNZRegionDE
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T—5%hNnIS

File#7h5 “Export Data"##iRU. HAURVWERTBERUET .
Peak/Sample/Region TableldcsvEzRt. EffIEpngleR THAOENET,

2200 TapeStation Analysis Software A.01.04 - D1000.D1000 [read-only] - =

Export Type Settings Preview

= Save As...

i Open Samples Exporting will produce:
Export to CSV Expand to select individual samples: 1x Sample Table CSV
= Close 1x Compact Pesk Table CSV

et Fies . » Samples 1 x Compact Region Table CSV
port to XML Include files for: 1% Gel Image
Create Report ] Sample Table
Export Images V] Peak Table
Export Data ] Compact Peak Table
(7] Region Table
Run Properties [} Compact Region Table

Export Images
Help

Options

® Exit b1000

[ Indlude each sample’s EPG image

Exported files location
C:¥Users¥ytsumoto¥Desktop

[p1oog

(¥] Open folder after exporting

Lik—bMafFrk 93

File#7h5 “Create Report"#IERUE YT, LR—NCEDT—4(3 “Settings" THHRIGEIRTEE T,
PDFREER CHER SN E T

| 2200 TapeStation Analysis Software A.01.04 - D1000.D1000 [read-only] - =
18 - File
Settings Report Preview
Notes . r ® @
b WA lwnleac BERAA
] Include Notes Section
- .
Gel Image =]
Recent Files
D1000 ScreenTape® Page 1 of 20
Create Report e -
Notes
D1000
Export Data Controller Notes
Demo File
o R Sample Table
) Include Sample Table Gel Image
e (r) uw BI €1 DL EL FL GL WL A2 B2 €2 D2 E2 F2 G2 W2
=p Thumbnail Electropherograms
% Options [ Include a thumbnail EPG of each sample s
e == -
% Exit Samples " [ = [
¥] Electrapherograms B - : . —
Expand ta select individual samples: . - |k
» Samples
with each sample, include the:
] Peak Table b
[ZI Region Table and Electropherograms
Profila fnmnarienna [ z,,m,,_" ".,_,,
[ ™ e Sample Info
= = Well | Conc. S == Alert | Observations
Save As Print FimeTy A 65 D1000 Ladder Ladder -
b t t 1 1
[T Open file after saving [Type text to find... r~]
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NSTWS1-TFT42D

—)

—

Alert(CDOWT

F-AICHEREN D% S, Gel image® EEFRUSample
TablelZ “A\'HERRENET .

A - F—HREEN BB RN BT,
‘ — Marker, LadderhiELERHENTHHT

B4 X, RINe, DIN. %cfDNANStEENFEE A,

AlertAA(FObservations(CRRENF T, HHE T RECSIRIZEL,

Caution! Expired
ScreenTape

Caution! Expired
ScreenTape

(used after two weeks
of first use)

File does not have
ladder assigned

Issue with ladder peak
detection

(too few peaks
detected)

Issue with ladder peak
detection

(too many peaks
detected)

Ladder run as sample

2

SceenTapeDfERAHARNENTLS,
ScreenTapeDEAEARNEN TS,

(BRAfERLTHS 2B/ L
LTS, )

LadderhV ke TLVRLY,
FRIETHA SN TR,

Ladder(Dt° JEDD RN,
SINCREENEFT,
DINTDO/onDNAD“ﬁzl_'\énit*/\Jo

Ladder®tE —9#h'Z% 0\,
AU IR ENEFT,

Ladderh" > I)LELTERFHRIN TS,
DINY%cfDNAHQFR RSN FE A
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{EFAHAR Z 1@ ET=ScreenTapet i E %
ERULET—AICEAUEUTIE—UHREET
EERAD T THRZEL,

LadderzELL7H1>LTLIEEW. —p9
LadderDwZBED 7yt 4{ TldLadderzsS
SHEREIL TZEL,

Ladder®t —-%=5E:20.

IELLP7HA U TLIZE W, —>p23
Genomic DNADIZE(E. Ladderdif
R EERERL T,

Ladder®OtE—-%MEERU.
EWTHA LTSV, —=p23

LadderzIEL<7H1>LTLIEEW, —=p9
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Marker(s) not detected

Markers outside
standard running
position

Sample concentration
outside recommended
range

Sample concentration
outside functional range
for DIN/%cfDNA/RINe

DIN edited

(Marker
position/Ladder sizing
changed)

%cfDNA Edited
(Marker position
/Ladder sizing /Region
changed)

RINe¢ edited

The original ladder for
this lane had too many
peaks

The original ladder for
this lane had too few
peaks

The upper ribosomal
fragment has degraded

The lower ribosomal
fragment is missing

Markerh\s2akS N TLVRL,
T-AMEIEENT, YA ZIhRRSNFE
Ao DINY%CfDNA. RINSH R RENFE
Ao

MarkerhFiEEN3BENENS

HNTLS,

BAS IR ENEET,
T—ANMEESNEF A

EE»%F gBHE

SENEETRVEREENDDET

DIN/%cfDNA/RINDH#E SRR EEREST
BN IERETROVBIREENHDFE T,

DINNMMELIEESNTZ,

Marker(Dﬁ%\ LadderOb A XHEES
nrEga. Frengd,

%CcfDNANMEIEEN Tz,
MarkerDiIE. Ladder@b"f &
Regionh"EEENIHE . FRRSNET,

RINSMEIESNTZ,

comparison filelcT
TTDOIT7A ) DLadderOt —IEh'Z 0\,

comparison filelcT
TTDI71 )\ DLadderOt —IEH R,

28S/23SMrRNANTIHRL T,

1 8S/ 16SD rRNAD\n u\uﬁkénfb\ﬂb\
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Markerz~¥ =17l TaRal T\,
—p10
MarkerfM&H SN TORVSE &k
BLRBLTZEL,

Z7YCADES
PKEIL TLIZE W,

SEHEINT

BTYEA DBl R RE &0
RITHKENL TKTEE L,

DIN/%cfDNA/RINe(IRRENET,
VINIIT BT IAILNT
STEUDINZR RIBICE
“Restore Default Settings"%{#
BUTIEEW, =p7®

TDI7A{)VDLadderdOt —9%
FESRUIE LB AL TLIZEL,
—p23

— A7 HEERL TLIEE L,

— %L TLIEE L,
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[[ DIN/%CfDNARERENAMEE

\———

N N it
‘ Laddera)lf—a’éﬁﬁﬂb'c(t’.‘éb\ 00 |
GenomicDNA®Ladder(gLower MarkerbZH 1474,
cfDNADLadder(d12AE-IhIRNF 9,
E-I#8H P RVSEEIDINDITR RENEF R Ao
E—-0mEBHLTIZEV, (F53EIEp10SEg)

Sample Intensity [FU]
s

Size
[bp]

400 ||

100
250

Genomic DNAODLadderDiz& (0 %k T 3128,
VortexBANDRE (BREEEFID™AVESTRE)
BRI vortex(ZUBWTLIZE L,

& Sampled®Lower MarkerZIEUS7ZHA UL TLEE L,
(FEEp10=ER)

—

ﬁ RINSHZERENALMES

@ sampledLower MarkerZIELKFHAYLTEEE W, (53EEpl10SER)

Ty ——Y ] RNAQE -0 (ESTAD) OSIFIAHISTRENS
[[ RINDEENHME TS ] SRR URINSEAMETANMES
=

-SEMENIELVHMERRZLTCEE W, o

Eukaryotic [{

-18SFF16SOE—VZHBLTEEN, —

Bl) 18SHIELGRHENTLSIHES ) 18SHIELSERHEN TLRVSE

RINe
Z
H z
@ B
] £ |
@ &

0 _ 0 —

B | e[ e[ 5[ 2 5 | HIE

- gl g| 8| g| & it n gl 8| 2| 2| 2 ]

2 2 al 8l 2] 3] 3B tnd |.| 2 ]l 2] 2| 3 6 [l

rRNAE—JHEREEN TLRL

Fkl EE->TREEINTVSIES
rRNAQE—VZ#IRL (FRKFRENFT) BIIWINS
“Assign as 185/28S5/16S/23S"&ERU TLZE L\,

-23-



Analysis Software_3.2

09774 IWDVERL

KEOBENMRRETHD. T-IDREENRERROTIEEMENHDHE.

07771 VDS EEFENTBENBDET

File#7 &b “Help" iR,
“Export Log Files"z7)wod3E
Zipfe X TI7AIMERENE T

JORVRBEDAD>O—RYA
https://www.chem-agilent.com/Isca-booth/DNAMicroArray/yan_MicroArray.htm
(OJ4>%. KAT—RESRVEDELZE, )

HmICRAIIBBVEDESL ;
Phone: 0120-477-111

Fax: 0120-565-154

Mail: email_japan@agilent.com

Bah - A— VAT L. B IERZRR
9:00~12:00 13:00~17:00
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