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f Human (Homo sapiens) Genome Browser Gateway

The UCSC Genome Browser was created by the Genome Bioinformatics Group of UC Santa Cruz.
Software Copyright (c) The Regents of the University of California. All rights reserved.

clade genome assembly position or search term image width

[Mammal v|[Human v [Mar. 2006 ~|[chi211-242.951,149 a0

e browser uger interface settings to their defaults,

and display || [ clear position | Add custom tracks %7 I) \‘Jb

Click here to re3®»

add custom tracks

| About the Human Mar. 2006 (hgl8) assembly (sequences)

The March 2006 human reference sequence (INCEI Buld 26 1) was produced by the International
Human Genome Sequencing Consortium.

Sample position queries

A genome position can be specified by the accession number of a sequenced genomic clone, an
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Add Custom Tracks
clade .Mammal V: genome  Human ~ assembly | Mar. 2006 v [hg18]
Display your own data as custom annotation tracks in the browser. Data must be formatted m BED, bigBed, BEDGEAPH, GFF, GTF, WIG,

bigWig, MAF or PSL formats. To configure the display, set track and browser line almbutes as descnbed in the User s Guide. URLs for data in the
bigBed and bigWig formats must be embedded in a track line in the box below. Publicly e ssalisted here. Examples are here.

Paste URLs or data: Or upload:
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Optional track documentation: Or upload: | .
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Manage Custom Tracks

trackEL THAAIAENFELT-

genome: Human assembly: Mar 2006  [hgl8

Description T=pe[Doc| Items

Tzer Track Uzer Supplied Track bed 1109682 chrZ:

Go to genome

browserz')w%

Managing Custom Tracks

This section provides a brief descnption of the columns in custom track management table. For more details about managing custom tracks, see the
Genome Browser User's Guide.

o Name - a hypetlink to the update page where you can edit your track data.
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UCSC Genome Browser on Human Mar. 2006 Assembly (hgl8)
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mowe start  Click on a feature for details. Click or drag in the ba
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Traclks with lots of ttems will automatically be displayed in more compact modes.
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UCSC Genome Browser on Human Mar. 2006 Assembly (hgl8)
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