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FULL Features Table

Reference Guide

Features (Green) Feature ( Red) Types Options Descriptions
FeatureNum
Row
Col
SubTypeMask
ControlType
0
1
-1
-20000 Not ( )
-30000 Ignore
ProbeName
Agilent
SystematicName
ID
ID Arabidopsis
TAIR Gene name Systematic
name
LogRatio ( 10) Processed signal
log( )
-4  SURROGATE
DyeNormRedSig <= 00
4 DyeNormGreenSig> 00
DyeNormRedSig > 00
0 DyeNormGreenSig<=00

DyeNormRedSig <=00

DyeNormGreenSig<=00



LogRatioError SURROGATE
1000 DyeNormRedSig <= 00

DyeNormGreenSig<=00

SURROGATE
LogRatoError
log ratio
PValueLogRatio LogRatio
gProcessedSignal rProcessedSignal FE

Multiplicative Detrend

Detrend
Detrend
gProcessedSigError rProcessedSigError Feature Extraction
2
(UEM)
Multiplicative
detrending

ProcessedSignalError  detrending

MultDetrendSignal
gMedianSignal rMedianSignal
inlier
gBGMeanSignal rBGMeanSignal
gBGMedianSignal rBGMedianSignal
gBGPixSDev rBGPixSdev
inlier

gNumSat Pix rNumSat Pix



glsSaturated

glsLow PMTScaled Up

glsFeatNon UnifOL

glsBGNon UnifOL

glsFeatPopnOL

glsBGPopnOL

BGSubSigal

risSaturated

risLow PMTScaledUp

risFeatNonUnifOL

risBGNon Unif OL

risFeatPopnOL

risBGPopnOL

rBGSubSigal

1=Saturated

0=Not saturated

1=Low

0=High

g(r)lsFeatNonUni

foL=1 ()

non-uniformity

outlier
g(r)lsBGNonUnif
oL=1 g

non-uniformity
outlier
g(r)IsFeatPopnO

L=1 g

population outlier

g(r)lsBGPopnOL

=1 90

population outlier
g(r)BGSubSignal
=g(r)MeanSignal

—g(nBGUsed

50%

low high

Unifomity Outlier

“uniform’

non-uniform

Population Qutlier

population
population

IQR 142

population outlier

spatial detrend

global background adjust



glsPosAndSignif

glsWellAblveBG

gBGSDUsed

SpotExtentX

risPos AndSignif

risWellAblveBG

rBGSDUsed

g(r)lsPosAndSign
if=1

positive

180 27

180 27

WellAbobke

g(r)PosAndSignif

g(r)BGSubSignal 26 xg(r)BG_SD

g(r)

spatial detrend global
background adjust
180

27



