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5. RRMGREMELET .
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Search Criteria D

Search Name Demeo Search Type GeneIntervalSearch - x
Species E. norvegicus Genomic Intervals chr1:1-500001 Click to wiew all - 71~ *
Bxended Interval (5 Base Pairs (3 Base Pairs Prefer Catalog Probes nfa~ Yes
Boundary Info
Include All Gene Confidence nio  Low Filters Total Probes 100000
TM Fittered Probes Tes HM Filtered Probes Tes

Search Summary <
Length 222682220 RM Length 108102372
Total Number of Probes 99328 Average probes per 1000bp () @ § %:I:
Probes per Interval 16554 [ % @ EE g

g |

Exonic Probes 2131 Percent Exonic Probes 2.0 d n
Iitragenic Probes 26997 Percent Intragenic Probes 270
TM Filtered Probes 0 HM Filtered Probes 0 J

HD Summary Result categories

* Length — Total interval length considered for search result

* RMLength — Number of probes before removing redundancy.
* Total Number of Probes — Total number of resultant probes before filtering.

» Average probes per 1000 bp - The average number of probes retrieved per 1000 base pairs
* Probes per Interval - Number of probes per interval provided in search criteria.

* Exonic Probes - Number of Exonic type probes in final result.

* Percent Exonic Probes - Fraction of retrieved probes that are Exonic type.

* Intragenic Probes - Number of Intragenic type probes in final result.

* Percent Intragenic - Fraction of retrieved probes that are Intragenic type.

* TM filtered probes - Number of TM filtered probes in the final result
* HM filtered probes - Number of HM filtered probes in the final result
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Detail Result

Search Results: 6 matching results found
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HD Detailed Result categories

* Interval Value - Chromosomal location range or cytoband, or annotation entered as search criteria.
* Chromosome - Chromosone values of given interval.

» Start - Interval start position.

* Length - Total interval length considered for search result

* RMLength - Number of probes before removing redundancy.

» Total Number of Probes - Total number of resultant probes before filtering.

* Intragenic Probes - Number of Intragenic type probes in final result.

* Exonic Probes - Number of Exonic type probes in final result.

* Average probes per 1000 bp - The average number of probes retrieved per 1000 base pairs
* Probes per Interval - Number of probes per interval provided in search criteria.

* TM filtered probes - Number of TM filtered probes in the final result

* HM filtered probes - Number of HM filtered probes in the final result
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Search Results: 99328 matching results found
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New HD Search Create Probe Group

1Tote - Your Search will be removed from the system after 48 Hrs!
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BRIERNN10,000%8 7% 5154 . "Download’Zx 4w 9 BEBed 77/ ILA
ﬁﬁyﬂ—ls'@%ij—o

BedZ74 JLIZIEZProbelD# L UChromosomalLocationEFN TLVET,

Bed77AILIZUCSCD 7/ LT ZIHICHRYRAHFET,
-~ Agilent Technologies - _
efrray §|

n
g /HD ProbesDi& &



‘i Agilent Technologies

Step1_HD-CGH/HD-ChIPO#RZEEREY IL—T 1k

6. Probe GrouplbLET,
“Status”HhComplete[Z#H>TULVSZ E&EFESZEL . "ViewE 2 )y oL ET,

Search Name Search Type Status Joh Position

Submitted Date Actions

Demo Genelrtervalzearch Complete 12-Feh-2005 Yiewy | Delete | Search Criteria

Bhi=-Bl1> KT, "Create Probe Group™&49')v I LET,

Search Criteria

Search Name Demo Search Type GenelntervalSearch

Species R norvegicus Genomic Intervals chr1:1-500001 Click to wew all
Extended Interval

Boundary Info (15" Base Pairs ()3 Base Pairs Prefer Catalog Probes inio  Yes
Include Al Gene Confidence nio  Low Filters Total Prebes 100000
TM Filtered Probes Tes HM Filtered Probes Tes

Search Summary

Length 223682220 RM Length 109102379
Total Number of Probes 99328 Average probes per 1000bp

Probes per Interval 16554

Exonic Probes 2131 Percent Exonic Probes 2.0
Intragenic Probes 26997 Percent Intragenic Probes  27.0

TM Filtered Probes ] HM Filtered Probes o
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7. Probe Group NameZ & ALF T . HEIZILL T, "Descriptions”42"Keyward”.
“Folder'Zit A - ZEIRLE T, "Status” Tlncomplete (X Z B A[HE. LockedIdZEH

AA[DIRRETY
£ TAAL. "Create Probe Group”%&9' v LET,

Create a Probe Group
Probe Group Name: | Created Date: 021122008
Type: CGH Status: = mcomplete O Locked
Description; | Mo. of Probes: 89378
Created By: YAY O] FUKLUIOKA Keywords: | ill
Eolder: |LSCA_JapanSuppDnSpacE|

Create Probe Group

OKZEH)yHLET, TO—TTIL—ThEohdé. FDETRADA—ILN
BEET,

Probe Group WName: AllDemo_Rat

Your Create Probe Group Request has been submitted.
After your request has been processed, you will receive a notification about the status through email.

You will be able to search for the Probe Group only after you receive the email indicating successful creation of the Probe group.
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DIV ALTRRSEDHESE
. ita Maintenance Application Type: CGH Switch Application Type

Microarray Probe Group Frobes

Home
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Status: [Select v
- M <> Browse Catalog By Category
7 i > EQ E I T’ ’ T ) Lg % El-l:ategory Search Resulis: 2 matching resuits found
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Probe Group N Ty . Fold: Stat Acti
u Probes Density S— = Date ons
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5
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Download BiEIA— 7u|~'cm:| TJDYARERHoO— |~L,$©“

Application Type: CGH Switch &pplication T

Browse WorkGroup By Category ;I View Probe Group
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[=F category Search Results: ? matching results found
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No. High Created -
Probe Group Name -
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