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7 A1k L7z gDNA (50 pb) (& XT HS2
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XT Kit (2 & & 115 SureSelect Methyl-
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@Il E—XtEE 0.8 XBENS 1.8
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BWT. 177500 —o9 1 X =R
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:@7Dth@*§§%‘ix Ef%"tiﬁab\ 8 150 A D j_L A /A Recommend
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BB TWVWELL, £DIOAREET 0 1 ¢ X Recommend +2
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H -° Conventional 8 6 214 3
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E=HEL 7z 500 ng. 250 ng DFIAEWVT Revised 9 (Recommend) 8 120.7 3
NIZEVWTH, E-IRBEHDIZSH DS s00 Revised 10 (Recommend +1) 8 180.5 2
LIEREDE 22 ~ 54%mWVWNERRL Conventional 8 6 212 3
FLlco T EREALDERICBEWTIE Revised 8 (Recommend -1) 8 1073 2
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