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20mer Arl AT TACICIATAIY

21 mer rGrurCrArUrCrArCrArCrUrGrArArUrArCrCrArArl
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X104 Biomolecule 8: -ESI Scan (rt: 5.017-5.117 min, 13 scans) Frag=200.0V resolution_sid_n.
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& 5. Oligonucleotide Ladder Standard ICX 925 X7 1) —— > J TR INLEY

RT TH Mass Vv Formula R Mame R Motes R Diff (Tgt, ppm) ¥ Score ¥R Flag Severity (Tgt) 74
1.033| 3586.5867| (C120H157 N24 082 P11 12 mer| ladder_std_negMS{3-Split 56} -278 93.06 Pass
1.466| 3890.6361 C130 H170 N26 D83 F12 13mer| ladder_std_negMS{3-Split:54} -17 50.42 Pass
2.081| 41546755 (C140H183 N28B 096 F12 14 mer| ladder_std_negMS{3-Split 52} -3.15 29.27 Pass
2588| 4498.7232| C150H156 N300103 P14 15mer| ladder_std_negMS{3-Split 50} -2.57 95.59 Pass
3.686| 6018.9511| C200H261 N40 0138 P19 20 mer| ladder_std_negMS{3-Split:40} 23 96.59 Pass
4176| 7539.1747| C250 H326 NS0 0173 P24 25mer| ladder_std_negMS{3-Split: 20} -272 96.91 Pass
4434| B755.3498| C290 H378 N58 0201 P28 29mer| ladder_std_negM5{3-Split 27} -336 83.54 Pass
4484| 5059.3959| C300 H351 N6DO208 P29 30 mer| ladder_std_negMS{3-Split 20} -3.25 90.1 Pass

47| 10579.6157| C350 H456 N70 0243 P34 35 mer| ladder_std_negMS{3-Split 10} -376 873 Pass
» 4858| 12099.836| C400 H521 N80 OZ78 F39 40 mer ladder_std_negMS -411 86.42 Pass
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x105 Cpd 1240 mer: - EIC(1209.2822, 1209.3825, 1209.4827, 1209.5830 ...) Scan ladder_s..

J m%w 40 mer
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x105 Cpd 2: 35 mer: - EIC(1057.2592, 1057.3594, 1057.4597, 1057.5600 ...) Scan ladder_s...
35 mer
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x104 Cpd 428 mer: - EIC(874.7312, 874.8215, 874.9318, 875.0321 ..) Scan ladder_std n..
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