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14668 features. You can either:

A) Remove or replace probe groups to reduce the number of probes.

B) Enable microarray sets, which allow probe groups to be distributed across
multiple arrays.

Remove Probe Groups Enable Microarray Set

" : ) - . i 3 _- .-‘ 1 ) - . ’,J_'A
<%~ Agilent Technologies i o
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9. I BT F M DStatusZ: BV, "Save’ =V )y ILFET,

a https://earray.chem.agilent.com - Agilent Technologies - Microsoft Internet Explorer - | Ellﬁ
Helg
Create a Microarray Design from Existing ProbeGroup(s)
1. Select Species How do you want to save and create your Design?
2. Define Design o Draft Saves the (Igsmn. allowmg m_llyyou to make More
1L t Prob changes to it before completing. -
- Layout Frobes . Saves the design, enabling users in your Workaroup
. i Review N N - More
4. Create ArrayDesign to make versions of the design before completing.
- Complete Saws the (_Ies.lgn. this design cannot be edited, nor More
can it be ordered. —
] Saves the design, this design cannot be edited, and
[ Submit More

is available for ordering | Design check list I

BRIEFETHAUABRELERT T HuRENELHSIGE L., "Draft’dH bV E"Review”[Z,
A—F—FBHITHAVRABEHEE T HFEIE Complete” . F—F—7 51FEIE
“Submit”Z#RL TS,

EMLStatusEE A HENTEET HY. CompleteXSubmitiZL1=155E.
ReviewXDraftICE BT A EIETEFH A A—F —F 501, THAUVABEHEZEL TS,

Draft/Review/CompleteZRIRLT=HE; ”10.” [CHA TS
SubmitZBIRLI-1HE ; 716. "ITEA TLES

i Agilent Technologies
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10. "Submit’ LIS DG E X, TREEEARRINET

“Close”&=1)vyoLZE9d,

RIEIE T'Submit’ZZRLI-ZE . "7 L AT F A2 DSubmit'z

TSRS,

Your Microarray Design has been created successtully.

Details:
Microarray Name Folder Status Created Date
Demao Yayol  Complete YWed Jan 09 03:368:38 M=T 2002

ERENTLATH AL, 5. THESA-DHIILVIRICHETRESAET,

A—HF—9 BRI, THAVABEHERBL TS,

Agilent Technologies
eArray §
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11. "Microarray”#7 hi5, "Search”# L\ [E"Browse ArrayDesign” T
BUTLAERRIEET, ActionstlHD) U IMTH AU DHEREITVVET,

Design Format: [Select * status: [Select 7] Filter |

Search Results: 1 matching results found

[ Share |
l Microarray Name Microarrayset name Folder atus Design Humber Created Date Actions
[ Demo

. Copy | Wiewe | Delete | Submit |
ey Complete OXXXXX 13-Jan-2003 Dowvnload | Chanoge Contral Type

View.ZE7LAT AU DRNBTER TR,

Edit 7L AT YA DZEE(Statush \Draftdh B EReviewD H . RR—ISHR),

Download: &2 & 7L AT H A DI774I)LEF > O—F(StatusComplete
HHNEISUbMitIZL=IHGE DA, RRIR—USH),

Agilent Technologies
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12. ActionstfMD Edit"Z 7))y 9 HETREBEHEARRINET
ERZMA-&. EEA TNAD Save’&7')vILFET,

Microarray Name; |AEIC Design Format I 444K "'I Show Details Number of Microarrays: 4
Control Grid |S-45220-4-
Status: W1 duddl ¥ EQC W200B0E08 Total Humber of Features: 4
Folder: Description: | :ll MHumber of Available Features: a
Species: Heyworils: | :ll Mumber of Agilent Controls: 1
Created By: o » Artachiment: .@. Number of User Controls: 1]
Status DEEHNAIAETI (Completet® | _ TR G :
Ve D . — Comments =i Percentage filled using fill array: 2
SubmitlZLf=3%&& . Review*DraftlZ |~~~ y -
— eatuire Layoutinfo 1 & Randomized Drdered for Agilent Scanner
N &
LHGHLIETEFEA),
FLAFLFE 130 LFLIEF LIS L _
Select Probe Group name Control Type Replicate Evenly Distribute
- 013791 M. mmulatta (Rhesus) Oligo Microarray S I 'I IS |
- Human 148 Microsrray (%21 I "'I |2 -
«___ DraftiL<IXRevi —
&% :
Enable MicroArray set: - a)i% = EEI?E—C
Fill Microarrays : [

* Collaboration space TLEEBRIEZT HIHE (. Fl#Collaboration spacelZ 2LV THEHETELESLY,
w.:’-‘ A . o . ’,J_"’

‘ i~ Agilent Technologies : . :
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HREBLTFLAT A DERO7AIIVEAFTHIESR)

13. StatuszCompletehSubmitlZL7=157%& . ActionsHz(ZFRmxE4 45 Download”
009 AHETREEARTIINET,

“File write in progress”" W\ AV E—U RRRSNTF=6, THAUT7A/ILD

ER R TT DT, LIFoBFEEZE N THEREZL TIZEL,

[T ALLANNOTATIONS All Annotations
[ BED BED
[T EXTERMALFULLGEML GEML 1.0
[T EXTERNALFULLGEMLZ GEML 2.0
Ny
rome A O—R R TELEVEEIX
- g m A & VigaElE,
GAL ~ N
F—FHLEASST v a—FLTLESL
[T GEMELIST Ctrl E b&btb -/D ~— \O
[ ceo GEQ
T IMAGENE Imagens
[T SEQUENCELIST List
7 1T TOT File
_II If you have difficulty downloading the desired file, hold down the =Ctrl= key until a File Download dialog hox appears. This

hypasses pop-up hlocking software.

BED: UCSCMDGenome BrowserCHRALI SV ELTAUR—FTESBed77 1)L

EXTERNALFULLGEML: Feature Extraction, CGH Analytics|[Z/ > iR—rTEBTH A2 T7MIL

GAL: GenePixTEATEARADTHF A T7/IL

SEQUENCELIST: 7o—J&5IN') X+

TDT: 7LA LD RRYMIBIFHREEATL. 2TRUIYDTFRET7MIL
BEBEI7AINESTHA—FL, ?-H’«L ‘_/‘Wféiﬁ:%%ﬁ%:ﬁﬁ%(f:%b\o

L

s
8
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14. PLATH AN EELT-HE X Microarray”2 7 Hhi5 ., "Browse
ArrayDesign”@& 4L ME"Search’ M 62 B 7 L1 ERRSEFE T, Actionst
D’Submit’z=2')vILET,

Design Format: [Select & status: [Select =
Search Results: 1 matching results found
[ share |
l Microarray Name Microarrayset name Folder Hame Status Design Number Created Date Actions
. Copy | Wies | Delete | Submit |
" Demo Vayoi Complets OXXXXX 08-Jan-2008 Download | Change Cortrol Type
[ share |

15. fERBEEMN THDTIAAVRE A AL, "Design check listZz 2w LET,

Warning : You are about to submit this Microarray Design. Once saved no changes can be made

AR T ]
=

Areyol sure yau want to continue %
[T Design check list

Please enter colmiments inthe textarea :

[Yes JNo]
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16. FxyI)AMDETHIEHZHEZELFIvIZ AN, "Done’ =V )vILET,
“Design check list"#(ZF v I D A>TNNBEEFERL. Yes'H o)y LET,

Did you:
select the appropriate format (2.9, 244K etc.)?
include the necessary controls not already incorporated in the design?
include the appropriate probes that target the appropriate species?

check the quality and form {e.q. length, linkers, etc.) of any uploaded probes onthis microarray? Warning +You are about to submit this Micruarray Design Once saved no changes can be made

for your intended use, include only those uploaded probes for which you agree to take full responsibility?
include the appropriate probe groups with the correct probes? ) AN TH ;I
Please enter comments in the textarea:

[

fill all the unused features on the microarray you wanted filled?
include the required technical replicates andior experimental re
create a design that works with your equipment, kits, and protocols? Are you sure you want to continue ?

[V Design check list

oaoaoaoan

Yes

After you select the ‘Submit’ bitton on the main, this microarray will be submitted to Agilent for the purpose of ord
microarray design. To enable ordering an Agilent representative will contact you to confirm and help you with yourl... ...

By selecting ‘Done’ button below, you are confit
to the checklist above. I I

ning that you have reviewed youl icroarray design, have selected
of the list, you are resj ible for your design’s fitness for a particular pu

nd agreed
0se.

e also coll
iced ur

By selecting ‘Submit’, you
will NOT be sent to you a
received.

ing acceptance for an Agilent representative to contact you. A custom microarray
I an Agilent representative has contacted you and your purchase order has been

If ordered, custom microarrays are as articles of ms i e (wor ip} during the warranty period only. If you
do not agree to the above checklist or do not wish to order and have an Agilent representative contact you, please select the
‘Cancel’ button.

[Done [ cancel |

Array Design is successiully submitted,

“Close’& ")y LZET,
—
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17. "Microarray”2 2 h i, "Browse ArrayDesign”# AL\ [X"Search” T
ZETLAZRRSEFT

“Status”f@HY”’ Submitted” 24> TLVAZ &, “Design Number##20MniaE 5
BHTDHFNRIRINTINDEFHEEL TLEELY,

Search Results: 1 matching results found

[ share |
r Microarrayset name Folder Name Status Design Number

[T Demao Yy Submitted OXXXXX
=]

FEEESubmitEndE A—ILICTEDEZTERLET ,
- Agilent Technologies Statu SESU bmitted(Z L/t:’:l'\ts d—_go_bﬁs_csé

You have subrmitted a design to manifacturing. However, an order needs to be placed for the synthesis to start. To place an ord
please use the request quote function on the eArray website. After doing se, you will recerve a formal quote with further mstruct | !
to call i your PO mimber. o

T il dsgn e e Submiten = F L E S A—ILHIEIFLI=1E.

Design Mumber = 018940

Sk Eome 3 M ERFATH AL EEA B S ERE [ZDesign

S ST . Number KURSA M ZEHIEZ LTS,

R A —5—F BRI, FHALNENCHLBEY b
HEEEL Ty,

x THAUERP Ty ARS8 D . HAWETHF AU T.645 ARA—F —Shiah o1z

THAUIXBERIIZProbe GroupZ EHIBRENET D TITEFELIZSLY,

7 A A B
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