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NMIED. TETEL DNA 1> Ty hEDSIERBIC—EMDOF L DNA KA1
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FEFYERWTIER L. Agilent DNA 1000 N1 AT F S HTHOMLFE LT,

MENERRIEEDBBNINTF—T R

BRICELZAMATLOELRFROVEDELT. FYFILDOOR
DERNRICIZSNZTDTITSVIRENEZL. BREHRVT
ENBEFONFET, 3BEOELRZZATDH>TILT 10 ng
DNA > 7y THEE L 72FRIC SureSelect XT HS and XT Low
Input Enzymatic Fragmentation & &, AR A (L&D
HLRELTEDBVS I IS UREBNESNET (K 4), 5175
DOREBELWVWSRTIE. ERET > TILE KU FFPE B> 7L
TREEFIFEAULEDOANLYY (K 5) cEMEDES (X 6)
ZRLTVWET,

KD LLIZ—MNBNY T 7DEESIC
BRI NT DNA ICHHIS
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B 2. SureSelect XT HS and XT Low Input Enzymatic Fragmentation #w i
I3 TESELRED DNA TV TILD S, FRRD DNA BRI/ Z—> = FRIL &
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Campylobacter jejuni (30%GC)

E.coli (50%GC)
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Y 7ILh 5 L7 10 ng DNA % SureSelect XT HS and XT Low Input
Enzymatic Fragmentation #w k& 7z1d Covaris THIF{EL £ L7ce IRTO
> 7ILEEIE Agilent TapeStation (DIN) TRIE L. FFPE #>7ILICDWT
1% Agilent NGS FFPE QC #w i (ddCq &) THRIEL %L1 51754
SureSelect XT HS &EF v ZzAVWTERLE L. T177ZVINEIS Agilent
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raw sequencing depth I2/—< 51X L. 100X ANLy S H#BEHLF LT,
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