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aCGHFgDNA
= Qiagen DNeasy Blood & Tissue Kit (69504% 1=1369506) }

" Invitrogen TRIzol Reagent (15596-026) \
" Qiagen miRNeasy Mini kit (217004)
" Applied Biosystem mirVana RNA Isolation kit (AM1560)
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Sample Intactness ND-1000 readings PicoGreen readings
(ng/ulL) (ng/plL)

Male Good 109 139

HCT-116 Good 364 338

KG-1 Partially degraded 110 46

[Detruit 529 Fibroblast  Severely degraded 241 102 J

XAENEAT-DNAZEET B[S
ZAREDNADEEZEEICANGZIMER A H S

Agilent Technologies




Total RNAD R FRE S L \DHEER

DEEINTULVE L Total RNA RN EA -Total RNA

SR L BB DS BRESIZ OV TORHRERLERA !
) ESAHICLIEIOFIVINNE

Agilent Technologies



BioanalyzerlZ&%Total RNAD H fRESLNDFER
Bioanalyzerz{#->1-07—~ 70—

oI NF T 1 FYTHREYLTILTTSA (55)
2 121119 T LD 53T (305
3 TANEN-EE

Exchangeable cartridge 16 pin electrodes
2. S HTEALE for electrophoresis connected to High Voltage source
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# (One-Color Microarray-Based Gene Expression &nalysis (Quick Amp Labeling) “er, 5.7

# Two-Color Microarray-Based Gene Expression &nalysis (Quick Amp Labeling) “er, 5.7

Agilent Mammalian ChIP-on-chip Protocaol ver, 10,0
Agilent Yeast ChIP-on-chip Protocal er, 9.2
# Oligonucleotide &rray-Based CGH for Genomic ONA Analysis Protocol Ver, 5.0

Agilent Oligonuclectide Array-Based CGH for Genomic ONA Analysis (LILS

Labeling for Blood, Cells, Tissues ar FFRE) dlzi 2L
# miRMA Microarray System Protocol Wer, 1.5
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Agilent Spike-In Mix
(E=FHRIR7L A H Option) =

Probe Name (Relative
Conc.)
-1072 D RGLHEFIDORIAR I ATRNAS, m—

_ R — . SSr—s . ] (+)E1A_r60_2104 1.30
HTDAAF=VILUVICESEESEBETEEND (+)E1A_r60_al07 2.30

)

)

)
N _ (+)E1A_r60_al3s 32.320
FULAEBRT—ADERME-FLE- IEEE"‘E&EEHEE (+)E1A_r60_a20 3.83
(+)E1A_r60_a22 4.30
(+)E1A_r60_a97 4.82
(+)E1A_r60_ni1 5.20
6pike-ln Mix 1colm /Splke In Mix 2co|o (+)E1A_r60_n9 5.82
(+)E1A_r60_1 6.30

ﬁ ' ' 1color spike-mix® 45l
\_ RNA¥UTL )\ RNA%LTL %
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Calor by Sample
A Sampl.. eQCOne.. |gMonCnt..| gElaMed...| gSpatial... | absGE1E...| gNegCtrl...| AnyColo... ,
Brain_25.. | 135521 4,37367 3.15039 2,81972 1,00403 303747 | 0.0933022 W Bran
Brain_2%... | 1.55668 396758 3.17061 3.39408 1.0032 -3.56836 0.0710874 W UniRef
Brain_2%... | 1.40233 4.02568 3.36163 347034 1.00892 -3.57114 0115517
Brain_2%... | 1.47872 4,17807 377633 3.65878 1.01539 -3.11463 0.142175
UR_2514.. | 1.69862 346415 2.96626 5.33047 1.028581 -4,90153 0.257692
UR_2514...| 1.62247 3.47189 2.73136 4.67459 1.01694 -4.97155 | 0.266573 Description
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TR1 2514850258, .
TRZ 2514850258, .
TR3 1 25148502, .
TR3 2 25148502, .

EAOMREEHLTVWEITN?

Correlation Coefficients

n
Array Ma..| Brainl_2...| ErainZ_2..| Erain3_2...| Braind_2..JUR1_251...|URZ_251...|UR3_1_2. | UR3_Z_2.. |Hamples_1| MName
Brainl_2... 1.0 09870120 985912 | 098848, |0 82127 [0 82205, |0.82209. . O.??E?O...'rain Brainl
Braing _2... | 0.987012 1.0/ 099184, | 099154 J0 82247, |0 82507, 082268, | 0775182 |rain Brainz
BrainZ_2... | 0. 98912 | 099184, . 1.0/ 099231 §0.82475 | 0.82622. | 082548, .. O.??GSO...'rain Brainz
Braind_2.. |0 28848, | 099154 | 0.99331 . LORDE2E21 |0 824398, | 082476, | 077578, [Brain Braind
UE1_Z251... | 082127 | 0B2247. | 082475 |0.82251... Lo 0 sadea (098943 fo. UR1
URZ2_251. | Q82205 |082507. |0.82622. . |0 82498, J0. 99465 1.0 G.98962...|0.91690... UR2
UREZ_1_2. . | 082209 |0 EZ2Z68E..|0E2548 |0 82476 0491824 Rz
HEzZ_2_ 2. |QF7370. | 0775182 077650 | 0.7F57E. . R
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Thank you for your attention!
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