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KAPA Hyper Prep Kit

KK8500 8 reactions

KK8502 24 reactions

KK8504 96 reactions

End Repair & A-Tailing Buffer
End Repair & A-Tailing Enzyme
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SureSelect Hybridization Kit
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FFPE7_Cancer Good 67,960,522
FFPE5_Cancer Good 50 70,034,926
FFPE2_Cancer Medium 50 72,617,124
FFPE3_Cancer Medium 50 63,595,416
FFPE4 Cancer Medium 50 63,394,208
FFPES_Cancer Poor 50 109,083,644
FFPE9_Cancer Poor 200 69,105,486
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62,814,748 92.4% 8.2% 66.8%
67,040,360 95.7% 6.6% 66.0%
67,819,596 93.5% 14.0% 67.9%
59,910,508 94.2% 15.8% 69.1%
60,942,730 96.1% 12% 65.0%
91,226,884 83.6% 44.4% 57.2%
63,668,336 92.1% 23.4% 66.6%
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