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Define Design ( L \
Define Targets T
Enter Parameters species: H. sapiens
Review Targets Build: H. sapiens, hgi3, GRCh3T, February 2005
recommend Design * Create In:  Agilent select
select lfgos ry: (@) Break Apart Dual Fusion single Frobe
Finalize
Design complete * Design Type: (@) Shared () Private
Category: HA
Targets
nput Region Size HA
oligos
# Oligos: Ha
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Define Targets "4 Reference Point: chr2:29780058-29780058

Enter Parameters Target 2:29415640-30144477
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Recommen d Design
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5 Gap: 100.0 kbp 3 Gap: 100.0 kbp
Select Oligos
Finalize 5 Design Input Region: 400.0 kbp 2 Design Input Region: 400.0 kbp
Design Complete
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Define Targets "4 Target: ALK RET
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R i Design Target Size: 728.838 kbp 53.325 kbp

Select Dligos Left Padding: 0.0 kbp 213337 kbp
Right Padding: 0.0 kbp 113.338 kbp

Input Region Size: 728.838 kbp 500.000 kbp
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Enter Parameters

Target Coordinates: chri0:43572475-43625799

Review Targets

Recommend Design Target Size 53.325 kbp

Select Oligos Left Padding 23.337 kbp

Finalize Right Padding 23.338 Kkbp

Detsign Complcte Input Region Size 100.000 kbp

# Oligos: NA
Cancel Back Hext
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(A b ENRREE D) —)
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Define Design o  Tarest Details
et Targets Target ID Base Pairs Position
chr2:29415640-30144477 728838 chr2:2%415640-30144477
Enter Parameters
chri0:43349138-43849137 500000 chri0:43349138-43849137

Review Targets
Recommend Design
Select Oligos
Finalize

Design Complete
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# Oligos: MA

Download
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5. Recommended Design

Design NameZEZE TEE Y, Design(CHEDTO—-—TDF TV IRV IR ZERUET,
(Dual Fusiont®Break apartdDiz& (T O—TH 2 DTEBDTNextzo/Uw o L. 2 DHE

HERLFT (TROO) )
Ex%&(CBegin Oligo Selectionz 27w UET,
)

CustomFISH Recommend Design

Your Probe Design 1 of 2:
sign Name

Define Design

Define Targets

Enter Parameters ISH_test2_1

L4449

Review Targets

Recommend Design
Select Oligos
Finalize

Design Complete

HA

Design ID Catalog ID Design Region

0590491 G100985 chr2:29447618-30045453

Download

Recommendation for target region chr2:29415640-30144477

Design Size
597.836 kbp

"Design Input Region |

chr2:29415640-
30144477

View Design Overlap in UCSC Browser

Overlap  Action
B2.03 % Download
Cancel Back Next

Design Size

Back Begin Oligo Selection

Design Input Region

chri0:43349138-
43849137

Overlap  Action

CustomFISH Recommend Design

Define Design < Your Probe Design 2 of 2:

| -Pesign Name
Define Targets Ly '
Enter Parameters o FISH_test2 2
Review Targets o
Recommend Design
Select Oligos
e Based on your input, Agilent recommends the following designs which might fit your needs. Simply select your own design
Design Complete to continue designing new probes or choose a recommended design from the list below:

uges
# Dligos: A Recommendation for target region chr10:43349138-43849137
. Design ID Catalog ID Design Region
There are no recommendations for this input.
Download
Cancel
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LTCUWLBIHEE. Recommendation& U CERRESNEFT ., (ERO
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wWarring

(™% You have selected a recommended design which you will be
able to directly order at the the next step. Do you wish to
continue?

b (=] o
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Show advanced Options
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Designs: In Progress =) Designs: Recent and Favorites
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R4, [Finalize Design] =20 w 2o UTH+ > %&FinalizeLEY (TRIQ)
(Finalize® (IZEECTEF B A. EEIDHBE(E [Modify Designl 22UV I UET,

SureDesign

Help - Finalize Design

CustomFISH Finalize

Download @

Design Regior # Oligos  Coverags
§37.836 kbp  TTA04 FT.05%
494330 kbp 47153 E7.B8 %

Define Design v You are now ready to finalize these designs. After finalizing:
pefine Targsts W
« These designs can no longsr b= modified.
Enter Parameters v + & design 10 will b2 assigned to each design.
Review Targets o « Each design information will be sent to Agilent's manufacturing facility. Manufacturing will not begin until you
TesrrTet T o have submitted a purchase order.
select Oligos o
Finalize Des'lgln Details: . . . :
Diesign Mame Design Input Region Diesign Region
Design Complets _
SureFiIsH ALK 5' Ba 598k ChrE:25447615-30045453 chriz29447618-30045453
. FISH_test2 2 chri0:43349138-4384%137  chri0:43354893-43849282
CustomFISH Design
Name: testz
Sp H. sapiens
Category: Dual Fusion
Targets
nput Region Size: 537.535 kbp | 500.000 kbp
oligos
# oligos: TT604 | 47153

©)

aodify Design Finalize Design

*FE : Coveragen'50%%Z FESZHED. Total Oligo 73\ 1,000Z FEISEDIF

HROEUFERA. FTEDZBEEFELYR— hETITE

fE<IZE0N,

LT IZEW*,  (BiELR—
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3) Exit Design Wizardz2o 1w 2O ULET
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SureDesign

CustomFISH Design Complete

Your CustomflsH d E'E'i!I'IS are now completes.

Design Hame Design ID Catalog ID
SUreFIsH ALK 5' BA 596kb 0530451 G100985
FISH_test?_2 0635661 HA

Order

Help - Design Complets

Design Region Design Region Size Coverage
chri:15447615-30045453 E97.836 kbp TrOE®
chr0:43354853-438452582 434.390 kbp 5785 %

Mark as Favorite | Download

Exit Design Wizard
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2) EZHOE (R -5) . Kit Size (5uLBLL(F20pL) « F1—T D (Vial Size) .
d—4—=Fw ;I (Quantity) ZANDULET,
3) Request a QuotezTJUwv IO ULZET,

)

SureDesign

CustomFISH Order

Workgroup Name
agilent Technologies

Company Name

— Internal
K'[lu‘:"_'.m Vial Size Quantity Part Mumber, Company Number

T 1 I
AIEr MK B S P EEE [ 1005850 You are currently logged into

sureDesign.

Order Description Design I Dye Color

sureDesign shares a shopping cart with
the agilent Genomics website. To
purchase online, you also need to be
registered with that site.

Ta check-aut, click the cart icon, and
you will be transferred to the Agilent
Genomics page. You must be logged in
to see youwr discounted prices.

add to Cart Request 3 Quaote [Cancel
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(T 7A)L4 : xxxxx_Targets.txt
B KU xxxxx_Regions.bed)

B AUTTH/I\—-UTWLWDEEE
ThHORS:
Design Region, Design Size
(T 715 : xxxxx_Covered.bed)

mAUTD ~—4)LE : Total Oligos

B 55 KGapE& : Maximum gap

B AUTIN /- U TWBEIE : Covarege
m EIGC: Average GC

m FEEEHRZESOPDFLR—
(T 71IL% : xxxxx_Report.pdf)

SureDesign . \ 4 1\

General Information

User
Workgroup: Al

Folder] Timestamp: O

Design Name: FISH_test2_2

Design ID:

Species: H. sapiens (H. sapiens, hg19, GRCh37, February 2008)
Category: Single Probe

Design Details

Design Input Region: chr10:43349138-43849137
Input Region Size: 500.000 kbp

Design Region: chr10:43354893-43849282
Design Size: 494.390 kbp

Total Oligos: 47153

Maximum gap: 10.066 kp

Coverage: 57.88%

Average GC: 55.42%

Target Summary
Region Size - 500.000 kbp

Design Details

RET chrl0:43354893-43849282 494390 57 88%

Total Oligos A' 1000 KD/

File Type: CustomFISH Design Report
Created By: CustomFISH Standard Design Wizard

RegsEE

4

4

Gap

47153

Design Coverageh® 50% KD/NhELY - BEVEDESIZEE0,
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