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Create a csv flle containing result table values.

I~ Exclude Markers Pe
I~ Include Lacders .
I~ Strip off Excluded Peaks *

¥ Sample Data *
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- oA Select Data Files
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Search Fragment with Concentration

Editor Mode

COE—RTIE. KDILFSIICTSIDEERTITENTEET,
MREEESCRSBAICE
ZOE— REFALET.
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Set primary threshold | 1.0 (1.0 <= Value <= 10.0) Samples with RIN equal to or h
2. Specify options Shall be colored Change| ' rrfirrm=
[~ Set secondary threshold (1.0 <= Value <= Primary Shall be labelled  [RIN: - == _ B
threshold)
[ Indude RIM in label =
—_ W —_

- RINDOLU E(FFE

- RIN 8-9 (&

- FERBSHIAL D
ERRTDICIE. TERDEIDICEREUETT o [l mmmmn frmimm

1. Specify minimal RIN value 3. Specify results

|

1 2 3 45 & 7 & % 101112

-75“9"'”5“‘ threshald (8.0 (1.0 <=Value <= 10.0) Samples with RIN equal to or higher than the primary threshold

1) 1.Specify minimal RIN value ] .

= Value <= Primary Shallbe lsbelled  RIN:

— g setsecondary threshold |3 g':;m
Set primary threshold Di&EE%S9 /7f J  eemstin

‘Samples with RIN equal to or higher than the secondary thresheld and
lesser than the primary threshold

. -
2) 2.Specify options Set secondary e B o e e

threshold ZON(C L. &EMEZS —
Shal be colored
3) 3. Specify resultsd>Shall be  — e (s
coloredIEBE S ENEN LEEDE

Shall be colored

ZIRTE T
- l
4) EERSERUET. o} | SelectForm  ~ &% 73
1
\ J
[ gttt —————— 3
ERDIFIAA—S ECRRENET | Bt " a cn=" !
LT 2 3 4 5 6 7 8 %101112

The Mea of Confidence : - Agilent Technologies
‘ 2100ExpertY J DT 7HA R




2100Experti- K

#12) DNA - Protein7y -/ TEHNDY A XDREICLO>DTEBRITITS
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