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Transcriptome Details

T Use Tar (et File as Transcriptome nfo

Select Agilent-provided Transcriptome:
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& Base Composition Methodelegy Infa T Tm Matching Methedology info

Probe Details Target File Details

Design Job Name | Species |H, sapiens LI

Probe Length f50 bp = Upload in FASTA Format nfo | Browse.. |

Prohes per Target Info m 7 Upload as Genbank Accessions Info I Browse... |

Masking ¥ vectorinio ¥ Repeatinio Transcriptome Details

Probe Orientation % Sensepfo ¢ Antisenseinto " Use Target File as Transcriptome Info
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MNhHhMYET, ‘Refresh’wa2) w09 5L FDIKRIZEDYET,

Search Resulis: 1 matching results found
Joh 1D Jobh Name Status Design Type Design Method Creation Date Posttion in Gueue Actions
PI377492179 Demal207 Designing | Select Best Probes Base Composition Method 0E-Feh-2003 Mot in Gueue
oh . . Creation Positio
Job 1D — Status  Design Type Desion Method e
- Hame = Date Gueu
PI377492179 Demal207 | Completed Cooot Dot Base Composition 05-Feh-2008 Mot in Queus
Probes hethod

Status: In Queue THAUDEIBFLH AL EIDeletesn -t D

Status: Designing TH />t

Status: Completed THAT
Status: Error Ao DEELHY . JobhAFREENT=tD, T7MILDITA—IVLFEE

FESELTLIERLY,

Position in Queue: Not in Queue THAHTHS. HAHLVFQueuelZ A BRETDIKEE
Position in Queue: Job X of Y QueueDENTHIEEF(TH AU IEXFHIBINTE LT .
THAUFLDIKEE)
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TO0—JTDTHAUMET I B, "Status”hCompetedIZZEILLE T,
- THAUDNRT LI=CERIBADA—ILDEEET,

Cegar 777 7T

Your probe design job DemolZ07 with ID PI3T7492179 hasz completed. Pleaze log into efrray to view the resultz of the design. You can zave the probes
resulting fram thiz design process into a probe eroup az part of the arrav creation process.

Sincerely,
fegilent Technologies efrray mebsite
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BT HANIEOHADEHTREI TSN LB TOEZHOELHA—ILH
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BLUOERZEHEICESH L-T7MILAEEET,

Errors in file submitted for upload
Aeilent Technoloeies{e Array) learray_noreply@aeilent.com?
200882 A12H 11:50:32

R I7AIL

7 Agilent Technologies

s\*} )L

Dear

Your file submitted for upload on Mon Feb 11 19:53:10 MST 2008 could not go through because of errors
error report iz attached To view the error messages within the help file, place yvour cursor over the red t

Sincerely,
Aeilent Technologies e frray mebsite

U5 IR, A —AIFPOEATESR LT 4T 27 IR TE N D, Internet Explorer TRERENTURY, #7503l SRT YR, LOEMOLTIESD

Probelld  Sedquence TarqpetiD Accessions Gen
AL P00 10 DO AGCAS ARG AMA AT GADC AR AD TOTCOGROT GRG0 AN TEAGCOTEROTAGTGTTTAT udurterd IO S0H paf MM _05 325 gl AF20508T lghlAF 105038 BLOGY
ABE P07 AGTCGOT AT TETACTOETTTAMGTETGOATT AGTAGTETCTOCCDAGOT ASATTGTAMS  ushet berd LIE M09 2 Tt DI _1B0960 jgbs JUB00-B0-43 kb JA KOS 3000 EhEe

Linee: rribr B For Cobumn @ Accessions, Feld :
i [ D102 Fref [ _1 OG0 ob | ABO0404E] gb| AkiDOF00
e ook wiskdd = peiy File Foemast.

I5—AYE—UA=LITHASNTODT7 AL (html)ZFE. T5—DREEE>F=H5 L
MFLRREINET  A—VILEFOTUNKB NI IV VI T HETS—EBEARTINET,

IJ7MIVABZHER - EER. BEREFZTO TS,
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4. T HAUEROHERE

an-l-é;th-j H— 70)%:&%%%:1&. Li-g—
"Probes”#J%#1RL . "GE Probe Design”&49') v L%Ed,

StatusH’CompletedI 27> TL A EActionstilIZ. 4 DDIEBEANENFET,
FNENDIDED) VIS HEREEXEZITOITENTEFET,

Delete: THAUFER T LJobZHIBR
View Design: TH A &R D (%) ZeArray A THEIE
Download: THAUHRDFFM (RR) ZT774/)LELTHE Y A—F
UL THEA D O—RTELRWEEIL. [REIED YT HFETCrlIF—ZHULERITTIZELY,
Create Probe Group: TH A van=70—J%T0—T 5 IL—T ELTRTE (k)

Search Results: 1 matching results found
JobID  Job Hame Status Design Type Design Method o =F e 0 =Y Position in Oueue Actions
PIZF7F492173 Demal20F  Completed Select Best Probes Base Composition Method 06-Feh-2002 Mot in Gueus Delete | Wiew Design | Dovwnload | Create Probe Group

ERETRER(L, SRR TR 2,AR THIBRESNFE T,
R T %258 LLAIZProbe Groupib ()L TLEELY,
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THAUERDOEMII2DODAETRAIENTEET,
JO—J5 )L—TLTHhOTEHEHBIIERETETET,

®HIR—T TView Designz2)v 09 5E. THAVERD — R (F 2T &EH D 1001T)
MRIVAVEITRIRENET

Design Summary : £70—J ORI OTMEZDER
Design Details : &SN -70—T DIVRLELULZDES
Target Fate : TA—J R D=HIZFEHONI=F—T IYFDAT—E2X

QFHIR—UTDhownloadZx 9w 995, THAVERD 2 EMEHRZI7AILELT
PCIZA O O—F35ENTEET,
7))L THA O O—RTELRWEEIL, [REFEIZD) VI F 5F TCrixF—Z UK 1T TS,

MOST_sum : £70—J DRIPTMEZE D EHR (_LEEDesign Summary(Zxfhit:)

MOST _tdt: REtSn =T a—T D ALE LUV Z DK (Design DetailsI 231t )

MOST fate: 7A—TJFRE D =HIZFEHLNF=2—5 vbDAT—R R (TargetFate| 2%t it )

MOST cluster: VA RNATYF YISV R TREEII NI TR EA—ENT-
JIL—T D)Xk
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DDesign Summary (MOST sum) £70—J QEIOTMIEZEDIER

First
Design Summary | Design Details ~ Target Fate -

MOST _clusker
Mumber of Targets: 6
Mumber of Targets with Probe : 4 MC‘ST—FatE
Standard Deviation of Probe Length : 0.0 @M
Mean of Proke Length : 60.0 EI MDST_tdt

==

Minimum Proke Length : 60
Maccirmum Probe Length : 60
AT 2916

C%:150

% 26 66

T% : 26.67

GCY 450

Number of Targets gt i=2—*7 v EEFI D %4

Number of Targets with Probe : 7 O—J Mk atshi=2—4" v EE I D %4
Standard Deviation of Probe Length: 7O—J RDZ#ERE

Mean of Probe length: 7O—J KM E1

Minimum Probe Length: &E7O0—J &

Maximum Probe Length: zE70—7 &

Agilent Technologies
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DDesign Summary (MOST sum) £70—J QEIOCTMIEZEDIER

A%, C%, G%, T%, GC%: Xt i-270—JDRIEREDEFE

Number of Probes with X-Hyb potential: Design Detail&71=I&ZMOST tdtTi&Esh 3.
X-Hybpotential 31 &% -7 0—T DL,

Number of Probes per Target: £2—4vkH1=YDIBEINT-FRFHTTO—TH

Number of Probes: EEIZEHFtShI-270—T#

Standard Deviation of Probe TM: 7O—J DFDTmDIEE(FE

Mean of Probe TM: 7A—J DO 2Tm®O EHE

Minimum Probe TM: Z7O—J Q#EF#2TmD &/ME

Maximum Probe TM: 7A—J DEFHE2TmMORE{E

Number of BC_score Probes: &iEEMATI ) —IZhfFEIN-T0—T L,
A7 DEMENZEEEARDOEERND)TA—TDEMNRL,.BC_ 107O—TMN
$oEEHEMNEL BC Poor®EMNFRBLIELY,

Agilent Technologies
poge 2 | elrray j BETRRTO—T R



4. T HAUEROHERE

@Design Detail (MOST tdt) ZEtesni-KIO—J QEMIER

First
: - - El MOET _clusker
Design Summary | Design Details | Target Fate =
= MOST_Ffate
Target ID Sequence .
start 5= MOST _sum
ol 4711 7B |reflrhd_003343.2) 990 TETGEECCCTTGTCGGGUACAGATGGGATCACAGTALATT) M
oil 42715298 refMhd_203331.1] 7313 TAAGCCATCCAGAGTAALATCTGTTTAGATTATCTTGEAGT) —
oil 4502008 etk _003977 1| 832 TTCCATCCTCAL CA AGTACGACGACALCGTCAMGGCCTAC)

Target ID: EE&ESMLI=2—%7VRID

BP start: #—4wkrERSIF D TO—T RAA—KMMIE(5—3) A

Sequence: 7O—J D&EZFI

Probe Length: 7AO—7 D RS(EEX D %)

End Dist: 2—4"whEEH D TO—T R E2—MMIB D XKim(3' ) oD Fs,
AgilentD IR JLIEX YR H A LIAT Primerz 1= )L{EZZEAWLNSIES
3IEKIHmMNB1000bp L RIZTAO—THNHEHZENEFELLY,

TmEAEEE, TO0—J D50% M —AH, 50% N —KREHEMHTHERE

i~ Agilent Technologies
elrray || EEFREIO—TR
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4. T HAUEROERE

@Desmn Detail (MOST tdt) F‘itSh/-KI70—T DEHlIER

X-Hybpotential: 7A—7 MW 2—45 LS DERS] (2. THAUDEEATYI T
ELINSURD)TRR) ENATIVFAXTENESIHDF A,
NIHRRNATYLEFEDZED . 0IZLELED,

FE

TR—JHETFIZH otz RILIZRAEI—NTIXIBRNAT)FouEThnEE A

B 58—y SRICE N ZF =T 0—I ARt i=154. B35 70—JIDARO N,
1 E M DX-Hybpotential (X074 Y FE T,

A—Fy R EIIE LT HORNATYFzvH A
Bitshf-7o—7 rSURHYTR

5l . EKTIX, Z—T yFADGLERET ST
) Ta—Tald, 95 REF—XHBLNEXYDE—
TYRERHIEIOQRNAT ) FzvosnzE
S g, A= YEBHAWNICEITF YIS
nNELA, 2—IFBHLWNICIZTO—
JatZE— I HEIMNHOTEX-
Hybpotential [0 &%V E T,

J/

RILOSAFI—HNTLRE—HITH3— T yrZEa—IILESEWMEEIL.
JTO—J5 IL—F D ERKIZEIZE#i=. "GE probe check” (&) Z1T>TLIE&ELY,

Agilent Technologies
poge 2 | elrray j BETRRTO—T R



4. T HAUEROHERE

@Design Detail (MOST tdt) ZEtesni-KIO—J QEIER

G%: FEITO—TEIDIT 7= NERE (G)DEFHE,

C%: &HTO—TEHDIUNEE(C)DEFE,

A%: E7O—TEINDT7 T 8RR (A)DEFE,

T%: £7O0—TEHDFIUIEE(T) DEFE,

GC%: 7O—JEIINDT 7= 7T (GHC)DEFE,
GC%ETMIEDMIZIXFELVFERE A H S,

PolyX: & L=RICIEE DR K, 5: ATTAGTTTATG DB A . PolyXiE3

X-HybTarget: 7O—J MW /N\ATJF A XS HaEEMEN RIS LY, 2— Y ERFI SN D
EREEY, COA—TYMMIIRRNAT)FAE—23 0 ELTEET HREEEN S,

Notes (Base Composition Score): EEHR. A HICEITOA—T DI T4,
A7 DEMENZEEEARDOEERND)TA—TDEMNRL,.BC_ 107A—TMN
$oEEHEBEMNEL BC PoorEMNEFRBLIELY,

Agilent Technologies
poge 2 | elrray j BETRRTO—T R



4. T HAUEROHERE

B Target Fate (MOST fate) 7O—JHEDwEto=2—4 yhEEHI D EEHATEER

De

First 104

S| MOST_cluster
sign Summary Design Details | Target Fate | MOST Fak
4] are
Target ID Stat ;
arge : (0 14] MC'ST_SLIITI

o[ 711 FEITIred|kh_005343 2] Duplicate IO 1061
oild1414141 Duplicate sequence 1081 MOST—tdt
oi[4711 FEAT[red|kh_005343 2| Pass 1061 =

oi[4271 G298[re|rM_203331 1 Paszs 7673

i[4502008 refMM_003977 1| 1244

S

tatus: 24— ’7‘/#@35']0)41( L NC I

Pass: 1D E7O—J ket nt=2—4" v e 5

Duplicate ID: SR €SN f=2—4 YRIDAELA— vbhiHY ., TO0—TKETH
FryowILEnt=5—7 v, BLEIZF =012 Ta—ThHEEETEh 5,
Duplicate sequence: £>1{RICE S ZFD4—vbEESINHY ., TO—TKETH
FryowILEnt=4—7 v, BLEIZF L0512 Ta—ThHEEETEN 5,

Too short: 9= CTO—THZETSIhEMh>1=2—4 Yy EES
Repeat Masked Out: JE—F T RVF{Tof=$ER T O—TJ B AR AEEL2—7 V ER S
Vector Masked Out: RIA—I R & 1To1=$ER T O—T ZEt A A gela 24—~ v NER S

Target Length: 2—4wEEHID RS

P

Page 28

robe Generated: &4— ’7'Jl~7b\bnxn'|"éi’b7‘_7lil PAOL:

AgilantTachnulugias
elrray || EEFREIO—TR



4. T HAUEROHERE

@MOST cluster O_EIZ/\47")9’-1“/7(:%L\Bhf:I~5‘/Z7'J7°I~0)75Z9—'|‘%5$&

CDT—RIET7AILEZTHO—RFTBIETRABIENTEET,
“View Design”z )y LTEHERIRSNFE A,

ClusterlD

.TargetID

gil4711 7657 |ref|MNM_0053.
gil[41414141-2

gil4271 6298 | ref|MNM_2033:

1
1
2
gil4502008 |ref|MM_ 003587 g

Target ID: VARNATUFzvIIZAVNSNTFSU XU TRDID,

Transcriptome Details TUse Target Files as TranscriptomeZZEiRLI-15& (L.
&€ L1=Target ID,

Cluster ID:FZ52 X9 TrD IS REZ—E S, Cluster I DAREILTHNIX, RLT IL—TIC
DS RZ—INTL\S,

Transcriptome Details

i Use Target File as Transcriptome [nfo

¥ Select Agilent-provided Transcriptome {by
Species) Info

i Upload Transcriptome File Info

Agilent Technologies

Page 29 Eﬂrra’y‘ i
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5.Probe Groupz2<%
—EET7R—TJ%2TIIL—TIITHIEE—

1. “Actions”®” Create Probe Group™®%2')vIL% Y,

Search Results: 1 matching results found

JobID  Job Hame Status Design Type Design Method o =F e 0 =Y Position in Oueue Actions
PIZF7F492173 Demal20F  Completed Select Best Probes Base Composition Method 06-Feh-2002 Mot in Gueus Delete | Wiew Design | Dovwenloadl] Create Probe Group

TRAYE—UNHELEXItED )V ILET,

Probe Group Creation Job Sulinitted

Yol will receive an email when wour probe group has been created

Probe GrouphMfEonde&, A—ILBNEEET,
Probe GroupM TEAE TIZHBFRINAMNSENBHYET,

Dear

“our probe deszign job Demao0207 2 with ID PI3Y7493211 has completed. Please log into efrray to view the results of the desien. Wou can save the probes
rezulting from thiz dezien process into a probe eroup as part of the arrav creation process.

Sihcerely,
Aeilent Technologies e frray website

Agilent Technologies
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5.Probe Groupz2<%
— A oO—KL=7M W EFE->TTO—D DEIEERIREEZ T 5568 —

AoO—RLEz77M4ILOAREERL., eArraylZ7O—T 5 )L—TELT
7“/7°|:|—|:L$To

1. Target Fate (MOST fate)&BEE,
WHELGZWITO—TJZHIBRL, JIEHTR—T07y7a—R)ESEL, Rdont-
T4 —YMILTLIZEW, TIEIL2007TTEELIZZE (&, TI1)L2003D T4+ —< vk
TRELTLESLY,
ZFDteArrayl7y7O—RL TSN T o= 0 7y7O—kK, JEHSE),

ProbeIDl Segquence TargetID Accessions Senefymbols Description Chromosomal Location

ABOON 1 234 TGTCOGAAINM 00000 Refhi_ 00000 ABC Unknown chr3:256—71084
ABOO11235 CCCTGAGTIMM 00001 Ref|MM_00001  LMN A chro0-0
ABOM 1236 TCTCATCATMM 00002 MA|MNA A A chr:0=0

% Gene Symbol¥°Chromosomal LocationZD1FRAE NI B L TEET,
XTO—JDEIKRIETO—T 5 IL—FILRIZTS5ELTEET(Tn—T 5 )IL—TDEdit),
KIFHRDEMIETO—T 5 IIL—TIRIZITITEETEFEFT (BT /T3, JRSR),

Agilent Technologies
| elrray || EEFREIO—TR
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6.Probe GroupDHER-ZT&H

2. Probe GroupDAB =M - EE T BHIZIEProbe GroupD') AbEFRRLET,
JRARERTSEBIZIZ2DDAENHYET,

Home Microarray Probe Group Frohes fuly Account Site Maintenance

Browse Probelroup

2-1. Probe Group”7 >Searchz&RLET,
JO—J5 I —T&(—E8THA)dh S IKeywordEFEZ A DL (TO—TTH AU
M Design Job NameMNBEIMIZTA—T T IIL—TRIZHYET ), Searchx71)vILET,

Horme Microarray Probe Group Frobe by Functions iy Account

Search

Probe Group Hame: |

Heywaord Info : |

& FHA R TOr Aol b0, HHVNETFH AT 64 BMA—F—Shih ol
THAUILBERIIZProbe GroupZ LHIBRESNFE T D TITFELIZSLY,

Agilent Technologies
Page 32 I Enrrﬂv i5 | BEFRETO—J R



6.Probe GroupDHER-ZT&H

2-2. Probe Group%#~ >Browse Probe GroupZ:EiRLET,
“Browse By Folder’ NMDWorkgroup®& D74 L3 %&01)v095&. Al
THILE RIS TLVSProbe GroupMER RSN FE T, Probe Group4 I&
JO—JFH AU B MDesign Job NameNBEEIMIZDEET,

Browse WorkGroup By Category ;l

View Probe Group

—LCategory
Status: Bt ] Fitter

Browse Catalog By Category
[=-category Search Results: 1 matching results found

- hppiatons “compare | create Microarray ] share | Move |

Species

Probe Group No.of  Hiagh Created -
. Folder Status Actions

Browse By Folder [T Demo0z07_2 10 falze  LSCA_JapanSupporiSpace Incomplete gg-n?b- [C)—Eﬁﬂh:%w'ewme'ﬁel
E-peeT

| Workgroup# Create Microarray ] Share |

T

* THA P Ter AEo=3 M. HHNEIT AU THRE, ARA—F —shiahof-

THAUILBERIIZProbe GroupZ LHIBRESNFE T D TITEFELIZSLY,

Page 33
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6.Probe GroupDHER-ZT&H
3. “Actions”f HRD . EW\IVDE DI T HERRBIBRENTEET,

Copy:7A—T T NWN—T%#EEL. ACHNBEDTO—TJIL—T%EVET,
Edit: 7O—7 DHIBR. 70—V I —TR2DEBRENTEET,

View: 7A—J 5 IIL—TORNBZEELET,

Delete: 7A—J 5 )L—TZHIBRLET,

Download : 74— Vb TTA—T DY AES I A—KLZET,

—Category
Status: [Select ]
Browse Catalog By Category
[=l-category Search Results: 1 matching results found
Species

r ’“::rﬁ’:" P"r—:::s D:_L:I;'I Folder Status cﬁ;‘:" Actions
]
2005

Browse By Folder M Demonz07_2 10 false incompiste O/~ = | =t | EGTL i [Relete |
= Roo% Dowrioad
Workgroupﬁ Create Microarray En

Probe GroupD{ERNE T LT=5. Step2. 7L AT H AU DERZEL TLIEELY,

Agilent Technologies
pege 3 | elrray j BIET RWTO— TR



6.Probe GroupDFESR - ?

@ Probe GroupDEditEIE (RAZEH)

Page 35

ZE

Edit Probe Group

Probe Group Name |Demo Created Date 071272009

Status # Incomplete ' Locked Description Info ﬂ
aeschpton o -

Created By Heyword Info ﬂ
e — -

Folder -

Sealch Results: 8 matching results faund

e
| I | Probe ID | Accessions Gene Hame Gene Symhb

[T CUST_1_Pi417455851
[T CUST_2_pi417455851

[ CUST_3_Pi417455851

refMd 0055452 |oil47117657
refMd 0055452 |oil47117657
refMhd 205331 1 |ail4 2716258

7 IL—TJ % D ZEEASDescription,

Keword%d)i_ﬁﬂbf'féiﬂ’

it, JR—7 OHIk-Emd
b—c-g—o

a45’2Ef£:l:;‘:Save Probe Group%

)9O LFET,

Agilent Technologies
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BIRFHRRIO—TJEE



6.Probe GroupDHER-ZT&H

& Probe GroupM A H>A—K

Page 36

Select type to download Info
& 10T

" FASTA

" COMPLETE

" MINIMAL

" BED

If you have difficulty downloading the desired file, halg
the =Ctrl= key until & File Download dialog hox appea
hypasses pop-up blocking softwara.

ActionsfidMDownloadz%') vy 93 4&. A0 O0—K9 5%
T7AINITH—IVEEIRTEET,
AryoO—RTEEWEEIZX, [REIZD) DT BET
CtriFx—Z L[+ TS,

| Attiibute | 4 — ;
TP AR ESTEENDIER

ProbelD
Sequence
TargetlD

Species
GeneMame
GeneSymbal
Description
ControlType
Accessions
ProbeGroups
Status
“alidationMethod
Chromosomal Location
CytoBand

GolDs

& — Attribute included in file format

* : * MNEZYET(ERSHR),
LY LLTRTOREHENEEND
. HIFTIEBYFEE A

Agilent Technologies
| elrray || EEFREIO—THE



GE probe Check#gE
JO—JHFRIEWLTITHONS, VORNAT)FyIDATY T TlIE
GEtanf-TO—D ERILISRA—IZ 9 [Fbhi=A—yERFl&lE. FICEETRES
W EH . FORNATYF oI ThhEE A,

BILYSRE—Za Ton=4— YR H| EEHIORNAT) Fo o7V =W5E (.
GE Probe CheckZx{#E->TLf=&LlY,

GE Probe Check TIXVZRZ—R T IEESNFEH A BDEMHNIL. GE Probe Check®
HBRLBLLEDE. Hiteh=70—T OEUEBIREIToTLEELY,

LELHD
-FryIL-L\JRa—TJ DY Rk
(-FASTARRK DRV X I TRDY) ZXR)

FxvoL= JAa—T DY AL, ProbelDB LUVEFID)ARETDTH AL ML
FASTAR. X TREL. Ziplbk L TSN,

A_23 _P253586 CTGTCAGGATTCTAGAACTT

A_23_P217507 AGAAAGACGTTTTCCAACAT

A_24_P538590 TTGACAAACATTTGTATTTG

A_24_P569294 GGCAGCCACTCATGGATTCA

A_23_P259451 GTGAAATGTTCTTTCACTTG P —1
AT327P219520  TeeccaseTaterecrerae 2 H— 7 UALO A

Agilent Technologies
poge 5 | elrray j BETRRTO—T R



GE probe Check#gt —iR{F

1. eArraylZA% 1> #%. Application TypeZExpressionlZLEY,
2. Probe#7J >GE probe Check&#IRLET,

Workspace | Collaboration FPublic

Horme Microarray Frohe Group Probe iy Functions hily Account

GE Probe Check

3. Job NameZ# A 51L. SpeciesZZEIRLET,
Upload Probe FilelZFxv9%Z A, BrowseZz2')vILFET,
ZiplbLE=o7 1 L E1D38ELET .

GE Probe Check

Probe Details

Design Job Name | |

Species |H. sapiens V|

& Upload Probe File jnfo | [ Browse .|

(O Select a Probe Group nfo | |

-1 Agilent Technologies
Page 38 En"ay lt
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GE probe Check#gt —iR{F

4. JARNATIVFIVI%T 516D
FSUROVTERRELET

Transcriptome Details

None: JRARNAT)FzvIIIITVVEFT A0 | © o
70D—7\0)E0)37*75§$&%3*L$¢° (*) Select Agilent-provided \H. sapiens v|

Transcriptome (by Species) Info

] Upload Transcriptome File Info | |

Select Agilent-provided Transcriptome
(by Species):

Agilenthi B ERRERAT—4 Tt
TYRTY BREMENHIEEIZIL.
CDT—3IraiEE T A LEHELET,

Upload Transcriptome File:

AgilentTEELTLVEWNWEYET, IMBEDOHEMERAD T —2tybz
ERELTWDIGEE. Cboh bt T—2ybEiEELTIZEL,
T—RAtYkE, 23— YR T7AILERBRIZCFASTAD #—yE TEFL TSN,

EREMNRTLI=G, 1)L TLIZELY,
W =R R TEXitZ 2"y LTLIZALY,
eArrayMoAT 7O ML TCHIEETT , TR—TFzvIh R HE A—ILDEEE T,

=3

~i.5 Agilent Technologies
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GE probe Check#gt —iR{F

5. FIUIDNBEDHBEEFDBEDA—IILHIEEET,
BEOYA2L-EEIL. Probe®7 >GE Probe CheckZ:#IRL TLIEELY,
NI DIob DR N R IRINFE T, "Status”$ LU Position in Queue” TIKR
NhMYET, ‘Refresh’wx )09 5L mFDIKRIZEDYET,

|
. Creation P .
Job 1D Jobk Hame Status Design Type Date W Position in Gueus Actions
Pld17a09225 Dema In Cueus Characterization 29-Jul-2009 Jaok 1 of 1 Delete
. Creation P .
Job 1D Job Hame Status Design Type Date W Position in Gueus Action
Delete | Wiew
Design |
P41 7509223 Demo Completed Characterization 29-Jul-2009 [ Dowvnlosd |
Create Probe
Group

Status: In Queue JEEFFLFEHHL EDeletesnf-£D
Status: Completed F v {E£#T
Status: Error {RiohDREIELNHY . JobMFErEN=t D, T7MILDITA—TvhFE%H
HEERLTLZE&0Y,
Position in Queue: Not in Queue FxYIHFTH 5. HAHLVEQueuelZASRIDIKRE
Position in Queue: Job X of Y QueueD M THIEZR(F vV IdRABINTE LT .
THAUFLDIREE)

~i.5 Agilent Technologies
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GE probe Check#ft —#&RHER

FrvgEInf-7O—JDHEREERELET,
Probe 27 >GE Probe Check&HwoLET,

StatusH’CompletedI 2> TL A EActionstilIZ. 4 DDIEBEANENFET,
ENEND)DED)VITHEREELTITOIEMNTEET,

Delete: FyI#E R Z EJobZHIER
View Design: Fy7#E R D (12 1h) FeArrayN THEIE
Download: FxyV#ER DM (&) 77/ /)LELTHAHA—k
21)9 oL THEA I O—RTELEWEEIL, [REIED) VT BETCHriF—Z LA T TSN,
Create Probe Group: Fxy 9% # A2 -70—J%70—JJ JL—TELTRE

Job 1D Job Hame Status Design Type Creation Position in Gueus Actions
e e B Date W
Delete | Wiew
Design |
P41 7509223 Demo Completed Characterization 29-Jul-2009 [ Dowvnlosd |
Create Probe
Group

J0—JFzvIfaRE. FyIR T ®%2BM THIBRENEYS,
T R2ZEFELURNICFERDHEREZEL TS,

Agilent Technologies
page 4 | elrray j BETRRTO—T R




GE probe Checkf#gt —#5R R
FruoRREDEMIE2ODHETRIEMTEET,

®HIN—U TView Designz 9 v 29 5E Fy 2RO —HREEM (2T R HD 10017

PRVAVEITRIRENET

Probe Check Summary : 70— DRSO TMEZDIEHR
Probe Check Details : Fxvo&ht=7O0—TDYRE IV
T DEEMIEEHR

Probe Check Summary  Probe Check Details
Mumber of Probes : 25
Stancard Devistion of Probe Lendgth: 018
Mean of Probe Length : 5997
imimurm Prake Length: 59

Maimum Probe Len ith ;G0

QFIR—UTDownloadZ# 9 w995, THAVERDEHFEMIEHRZI7AILELT

PCISHADVA—FFHCENTEFY,

2y L THE I A—RTERWVNEE L, [RTFIZE D)V T HFETCIF—ZE LK T TS,

MOST sum : £70—J D RIPTMEZDIELR

(L 52Probe Check SummarylZxf i)
MOST tdt: FzvoSn=70—TDYALE XV

Z DB IEER (Probe Check Details(Zxd i)

Agilent Technologies
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GE probe Checkf#gt —#5R R

Probe Check Summary® AL MEMOST sumD AR

Number of Probes g S f=2—47 v MEEFI D21

Standard Deviation of Probe Length: 7O0—J RDZ#RE

Mean of Probe length: 7O—J KM E1

Minimum Probe Length: &E7O0—J &

Maximum Probe Length: zE70—J &

A%, C%, G%, T%, GC%: 70— DZIEEDEFE

Number of Probes with X-Hyb potential: Probe Check Detail&Z7=I&MOST tdtT
RS 5. X-HybpotentialhN1 &= O0—T D%,

Number of Probes with Identified Targets: #—4 vb D EFESNT=-TO—TH

~i.5 Agilent Technologies
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GE probe Check#ft —#&RHER

Probe Check Summary® AL MEMOST sumD AR

Standard Deviation of Probe TM: Z7O—J D#EFDTmNDZ#RE

Mean of Probe TM: 7O—J D 2Tm® EH){iE

Minimum Probe TM: 7O—J D D>Tm®D & /IME

Maximum Probe TM: 7O—J D2 TmD RS {E

Number of BC_score Probes: B8 &M AT —CHEIN-TO—TH,
AAT7DEIMEWNZEE(ERMERDOESND)TA—TOENEBL,BC_ 10TA—TH
$2EEHEMNEL BC Poor®EMNFRBLIELY,

Agilent Technologies
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GE probe Check#ft —#&RHER

Probe Check Details# 4 LMEMOST tdtD RAE

ProbelD: Fxyoasnt=JBa—TDID

Sequence: 7O—J D&EZF

Probe Length: 7O0—J O RKS

Tm: £7A—T DTmiE

A%, C%, G%, T%, GC%: & TO—TDRIEEDEFE

PolyX:RICIEEMEHELTLVSIEE . TDEEH

BC score:&7A—7JMXA7
AAT7DEMEVZEEBEEROBEAND) TO—TDEMNRL.BC_ 107O—TH
$oEEHEMNEL BC Poor®EMNEFRBLIELY,

Agilent Technologies
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GE probe Check#ft —#&RHER

Probe Check Details# AL)MEMOST tdtO AE

Predicted Target: Tl f=2—4 v (TOA—THNATVF A XS BEA5883—7 V)

X-HybPotential(X-Hyb): Predicted TargetASf DS RV TEAY, VARNATYFT A X
TAHAREMEN BV ETFRIESNDIGZE(F1. G5 E (0

X-HybTarget: Predicted Target® RIZT7O—7J LHREMENTNVI—4S vk

EE

TO—TJE&A—FYMNEDBEHIRILE—ACEHEL, AGH1BEBLED M Predicted
Target, 2%& B D 2—4 vt hiX-HybTarget& i &4, X-HybTarget®D AGH HLHEZAEL £
MDi5E . X-HybPotential M1 GV EFT (AGHEEIAFLTEYEEA)

L1f=h > T. X-HybPotential(X-Hyb)A0 THX-HybTargetB R ESNFET

Agilent Technologies
poge 4 | elrray j BETRRTO—T R



